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<210> 1 

<211> 743 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Met Asp lie Thr Asp lie Asn Thr Pro Lys Pro Lys Lys Lys Gin Arg 
15 10 15 



Trp Thr Pro Leu Glu lie Ser Leu Ser val Leu val Leu Leu Leu Thr 
20 25 30 
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PC10343B Sequence Listing 
lie lie Ala val Thr Met lie Ala Leu Tyr Ala Thr Tyr Asp Asp Gly 
35 40 45 

lie cys Lys Ser Ser Asp Cys lie Lys Ser Ala Ala Arg Leu lie Gin 
50 55 60 

Asn Met Asp Ala Thr Thr Glu Pro Cys Thr Asp Phe Phe Lys Tyr Ala 
65 70 75 80 

Cys Gly Gly Trp Leu Lys Arg Asn val lie Pro Glu Thr Ser Ser Arg 
85 90 95 

Tyr Gly Asn Phe Asp lie Leu Arg Asp Glu Leu Glu val val Leu Lys 
100 105 110 

Asp val Leu Gin Glu Pro Lys Thr Glu Asp lie val Ala val Gin Lys 
115 120 125 

Ala Lys Ala Leu Tyr Arg Ser Cys lie Asn Glu Ser Ala lie Asp Ser 
130 135 140 

Arg Gly Gly Glu Pro Leu Leu Lys Leu Leu Pro Asp lie Tyr Gly Trp 
145 150 155 160 

Pro Val Ala Thr Glu Asn Trp Glu Gin Lys Tyr Gly Ala Ser Trp Thr 
165 170 175 

Ala Glu Lys Ala lie Ala Gin Leu Asn Ser Lys Tyr Gly Lys Lys Val 
180 185 190 

Leu lie Asn Leu Phe val Gly Thr Asp Asp Lys Asn Ser Val Asn His 
195 200 205 

val lie His lie Asp Gin Pro Arg Leu Gly Leu Pro Ser Arg Asp Tyr 
210 215 220 

Tyr Glu Cys Thr Gly lie Tyr Lys Glu Ala Cys Thr Ala Tyr Val Asp 
225 230 235 240 

Phe Met lie Ser val Ala Arg Leu lie Arg Gin Glu Glu Arg Leu Pro 
245 ~ 250 255 

lie Asp Glu Asn Gin Leu Ala Leu Glu Met Asn Lys Val Met Glu Leu 
260 265 270 

Glu Lys Glu lie Ala Asn Ala Thr Ala Lys Pro Glu Asp Arg Asn Asp 
275 280 285 
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PC10343B Sequence Listing 

Pro Met Leu Leu Tyr Asn Lys Met Thr Leu Ala Gin lie Gin Asn Asn 
290 295 300 

Phe Ser Leu Glu lie Asn Gly Lys Pro Phe ser Trp Leu Asn Phe Thr 
305 310 315 320 

Asn Glu lie Met Ser Thr val Asn lie Ser lie Thr Asn Glu Glu Asp 
325 330 335 

val Val val Tyr Ala Pro Glu Tyr Leu Thr Lys Leu Lys Pro lie Leu 
340 345 ' 350 

Thr Lys Tyr ser Ala Arg Asp Leu Gin Asn Leu Met Ser Trp Arg Phe 
355 360 365 

lie Met Asp Leu val Ser ser Leu Ser Arg Thr Tyr Lys Glu Ser Arg 
370 375 380 

Asn Ala Phe Arg Lys Ala Leu Tyr Gly Thr Thr Ser Glu Thr Ala Thr 
385 390 395 400 

Trp Arg Arg Cys Ala Asn Tyr Val Asn Gly Asn Met Glu Asn Ala Val 
405 410 415 

Gly Arg Leu Tyr val Glu Ala Ala Phe Ala Gly Glu Ser Lys His val 
420 425 430 

val Glu Asp Leu lie Ala Gin lie Arg Glu val Phe lie Gin Thr Leu 
435 440 445 

Asp Asp Leu Thr Trp Met Asp Ala Glu Thr Lys Lys Arg Ala Glu Glu 
450 455 460 

Lys Ala Leu Ala lie Lys Glu Arg lie Gly Tyr Pro Asp Asp lie Val 
465 470 475 480 

Ser Asn Asp Asn Lys Leu Asn Asn Glu Tyr Leu Glu Leu Asn Tyr Lys 
485 490 495 

Glu Asp Glu Tyr Phe Glu Asn lie lie Gin Asn Leu Lys Phe Ser Gin 
500 505 510 

Ser Lys Gin Leu Lys Lys Leu Arg Glu Lys Val Asp Lys Asp Glu Trp 
515 520 525 

lie Ser Gly Ala Ala val val Asn Ala Phe Tyr Ser Ser Gly Arg Asn 
530 535 540 
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Gin lie val 
545 



Phe Pro 



Ala Gly 
550 



He 



Leu Gin Pro 
555 



Pro Phe Phe Ser Ala 
560 



Gin Gin Ser 



Asn Ser 
565 



Leu Asn 



Tyr 



Gly Gly He 
570 



Gly Met val He Gly 
575 



His Glu lie Thr His Gly Phe Asp Asp Asn Gly Arg Asn Phe Asn Lys 
580 585 590 



Asp Gly Asp Leu Val Asp Trp Trp Thr Gin Gin Ser Ala Ser Asn Phe 
595 600 605 



Lys Glu Gin Ser Gin Cys Met val Tyr Gin Tyr Gly Asn Phe Ser Trp 
610 615 620 



Asp Leu Ala Gly Gly Gin His Leu Asn Gly lie Asn Thr Leu Gly Glu 
625 630 635 640 



Asn lie Ala Asp Asn Gly Gly Leu Gly Gin Ala Tyr Arg Ala Tyr Gin 
645 650 655 



Asn Tyr lie Lys Lys Asn Gly Glu Glu Lys Leu Leu Pro Gly Leu Asp 
660 665 670 



Leu Asn His Lys Gin Leu Phe Phe Leu Asn Phe Ala Gin val Trp Cys 
675 680 685 



Gly Thr Tyr Arg Pro Glu Tyr Ala val Asn Ser lie Lys Thr Asp val 
690 ~ 695 700 



His Ser Pro Gly Asn Phe Arg lie lie Gly Thr Leu Gin Asn Ser Ala 
705 710 " 715 720 



Glu Phe Ser Glu Ala Phe His Cys Arg Lys Asn Ser Tyr Met Asn Pro 
725 730 735 



Glu Lys Lys Cys Arg Val Trp 
740 



<210> 2 

<211> 3181 

<212> DNA 

<213> Homo Sapiens 

<400> 2 

gcaagtcaga aagtcagatg gatataactg atatcaacac tccaaagcca aagaagaaac 60 
agcgatggac tccactggag atcagcctct cggtccttgt cctgctcctc accatcatag 120 
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rtntnaraat 
L Ly L^dLda L 


nn't*r , fir , ar"l~r* 
ydLLytdLLL 


LdLyLddLL L 


dtyd uyd xyy 


Ld L L Ly Xddy 


LXdLXdydX L 


1 RO 


nrataaaatr 
yLdLdddaLL 


anrtnrtrna 

dy xxy xxxy d 


rtnatrraaa 
XX y dLLLddd 


dxdxyydxyx 


XdXXdXXydy 


^/-4-4-/-»4--j/--j/-| 

xxxxy xdxdy 




dLLLLLlCao 


*a4~^4"/"i^"4~4"i"'i^ 

axaxgcxxgc 


ggaggcxggx 


XgdddCgXdd 


xgxcaxxccc 


gay dxxdy xx 




cccgttacgg 


y— y~ 4-4- 4- /"I —» y— 

caacxxxgac 


axxxxaagag 


axgaacxaga 


^ r-\ 4* /-i 4- 4- 4- 4- s*t 

agxcgxxxxg 


aaagaxgxcc 




4* ♦* /" ^ ^ ^ ^ ^* ^* 

XXCddgddCC 


caaaacxgaa 


gaxaxagxag 


Cdgxgcagaa 


agcaaaagca 


xxgxacaggx 




/~4~4~^4~'!34~'a ^ <^ 
C X Lg Ld Lddd 


xgaaxcxgcx 


"3 4" 4" /"t "3 4* 

axxgaxagca 


gaggxggaga 


accxcxacxc 


"» /*4* ^"i4» ^ •> ^* 

aaactgx xac 


/ion 


LdlJdCdLdLd 


xgggxggcca 


gxagcddcag 


—J —» "a -3 /~ -4- /->■ <3 

ddddCXyyyd 


gcaaaaaxax 


4~ /^l r~ 4~ 4~ 4" 4" 

ggxgcxxcxx 




nnaranrt/ia 

y ydxdy x Ly d 


aaaanrtatt 
ddddy XXdXX 


y LdXddLXyd 


•3 4- 4- /— 4- -5 3 5+-^ 

dXXLXdddXd 


Xgggdddddd 


gxccxxaxxa 


Ann 


axxxgxxxgx 


xggcacxgax 


gaxaagaaxx 


c rg xgaaxca 


4/i4>ii'f -hri4 

xgxaaxxca l 


axxgaccaac 


DOU 


cxcgacxxgg 


ccxcccxxcx 


agagaxxacx 


-4- «^ — 1 -4- r~t ^ y - * 

axgaaxgcac 


4* « 4- y~ 4- ~» 4- 

xggaaxcxax 


aaagaggctt 


/ 


g LdCdycatd 


4-rt4-*-ni'^4»4-4-4- 

tgtggatttt 


axgaxxxctg 


tggccagatt 


gattcgtcag 


gaagaaagat 


7QA 


tgcccatcga 


xgaaaaccag 


cttgctttgg 


aaatgaataa 


agttatggaa 


ttggaaaaag 


©40 


aaaxxgccaa 


xgcxacggcx 


aaaccxgaag 


axcgaaaxga 


4- *~ y~ "^i ^ 4- /~i y~4- 4* 

xccaaxgcxx 


ctgtataaca 


yuu 


agaxgacaxx 


ggcccagaxc 


caaaaxaacx 


4™ -4* 4" ^ 4* *^ it 

xxxcacxaga 


gaxcaaxggg 


aagccattca 


you 


gxxgy xxyaa 


xxxcacaaax 


gdaaxcaxgx 


caacxgxgaa 


xaxxagxaxx 


acaaaxgagg 




aagaxgtggx 


xgxxxaxgcx 


ccagaaxaxx 


xaaccaaacx 


xaagcccaxx 


cttaccaaat 


1 non 
lUoU 


4- 4- 4- f*t r~ ^ r% 

axxc xgccag 


agaxcxxcaa 


aaxxxaatgt 


cctggagatt 


cataatggat 


cttgtaagca 


1 1 A f\ 

1140 


gccxcagccg 


aaccxacaag 


gagxccagaa 


atgcxxtccg 


caaggccctt 


tatggtacaa 


lzOO 


rr^ra/iaaar 
CCXCdgdddC 


agcaacxxgg 


agacgxxgxg 


caaacxaxgt 


caatgggaat 


atggaaaatg 


l^bU 


cxgxggggag 


gcxxxaxgxg 


gddycagcax 


xxgcxggaga 


gagxaaacax 


gtggtcgagg 




di xxydxxgc 


dCdydLCCgd 


gaagxxxxxa 


xxcagacxxx 


agatgaccxc 


acttggatgg 


looU 


axgccgagac 


aaaaaagaga 


gcxgaagaaa 


aggccttagc 


aattaaagaa 


aggatcggct 


1440 


axccxgaxga 


caxxgxxxca 


aaxgaxaaca 


aactgaataa 


tgagtacctc 


gagttgaact 


1 CAA 

1500 


acaaagaaga 


tgaatacttc 


gagaacataa 


■4- 4- j~ -» ^ -4- -4- 

ttcaaaattt 


gaaattcagc 


caaagtaaac 


1560 


aacxgaagaa 


gctccgagaa 


aaggtggaca 


aagatgagtg 


gataagtgga 


gcagctgtag 


1620 


xcaaxgcaxx 


4- 4- ~» 4- 4- 4- y- -» 

xxacxcxtca 


ggaagaaatc 


agatagtctt 


cccagccggc 


attctgcagc 


1680 


cccccttctt 


tagtgcccag 


cagtccaact 


cattgaacta 


tgggggcatc 


ggcatggtca 


1740 


taggacacga 


aatcacccat 


ggcttcgatg 


acaatggcag 


aaactttaac 


aaagatggag 


1800 


acctcgttga 


ctggtggact 


caacagtctg 


caagtaactt 


taaggagcaa 


tcccagtgca 


1860 


tggtgtatca 


gtatggaaac 


ttttcctggg 


acctggcagg 


tggacagcac 


cttaatggaa 


1920 


ttaatacact 


gggagaaaac 


attgctgata 


atggaggtct 
Page 


tggtcaagca 
5 


tacagagcct 


1980 



dLCdgddLLd 


xa x xaaaaag 


PC10343B Sequence Listing 
aatggcgaag aaaaattact tcctggactt 


ydLULdddLL 




aCaddCaaC X 


axxxxxcxxg 


aactttgeae 


aggtgtggtg 


tggaacctat 


ay yc Lay ay l 




^ -t- f /~t rrt~ 1 

d LgCyg L Laa 


CICCdLLddd 


acagatgtgc 


acagtccagg 


caatttcagg 


dxxcixxggga. 




c x x xgcdgaa 


cxcxgcagag 


ttttcagaag 


cctttcactg 


ccgcaagaat 


tea uacaxya 




atccagaaaa 


gaag tgeegg 


gtttggtgat 


cttcaaaaga 


ageattgeag 


cccxxggcxa 




gacttgccaa 


caccacagaa 


atggggaatt 


ctctaatcga 


aagaaaatgg 


gecctagggg 


93>in 


rcacLg LdC L 


ft »*i 4- 4- rt "i /^i 

gac xxgaggg 


tgattaacag 


agagggcacc 


atcacaatac 


agaxaacaxx 


9>inn 


aggxxgxccx 


agaaagggxg 


tggagggagg 


aagggggtct 


aaggtctatc 


— \ —\ 4- r~ ~i 4- s" 

aagxcaaxca 




■4- 4- 4- f 4~ y- s~ 4~ 

xxxcxcacxg 


xgxacaxaax 


gcttaatttc 


taaagataat 


attactgttt 


n444/>4/«444 

axxxcxgxxx 


-) con 


cxcaxaxggx 


cxaccagxxx 


gctgatgtcc 


ctagaaaaca 


atgeaaaace 


4- 4™ 4" st 0 St /«i4 ft 

xxxgaggxag 


9 CQA 


accaggaxxx 


cxaaxcaaaa 


gggaaaagaa 


gatgttgaag 


aatacagtta 


ggcaccagaa 




gaacagxagg 


xgacacxaxa 


gtttaaaaca 


cattgectaa 


ctactagttt 


44. .1.4.44.-4 
ttacttxtat 




ttgcaacatt 


xacagxcctx 


caaaatcctt 


ccaaagaatt 


cttatacaca 


ttggggcctt 




ggagct taca 


tagttttaaa 


ctcatttttg 


ccatacatca 


gttattcatt 


ctgtgatcat 


lol\J 


4-4--»4-4-4-4--"\-^y*t 

t tattt taag 


cactcttaaa 


gcaaaaaatg 


aatgtctaaa 


attgtttttt 


4» 4- y* 4- _ _ -A_ _ 

gttgtacctg 


2880 


cxxxgacxga 


xgcxgagaxx 


cttcaggctt 


ectgeaattt 


tctaagcaat 


44^.44^^.4^.4 
ttcttgetet 


2y4U 


axcxcxcaaa 


acxxggxaxx 


tttcagagat 


ttatataaat 


gtaaaaataa 


4- -» -*44444'^4 

taatttxtax 


3 AAA 


atttaattat 


taactacatt 


tatgagtaac 


tattattata 


ggtaatcaat 


gaatattgaa 


3060 


gtttcagctt 


aaaataaaca 


gttgtgaacc 


aagatctata 


aagegatata 


cagatgaaaa 


3120 


tttgagacta 


tttaaactta 


taaatcatat 


tgatgaaaag 


atttaagcac 


aaactttagg 


3180 


g 












3181 



<210> 3 

<211> 535 

<212> PRT 

<213> Homo Sapiens 

<400> 3 

Met Gly Ser Ser Ala Thr Glu lie Glu Glu Leu Glu Asn Thr Thr Phe 
15 10 15 

Lys Tyr Leu Thr Gly Glu Gin Thr Glu Lys Met Trp Gin Arg Leu Lys 
20 25 30 

Gly lie Leu Arg Cys Leu val Lys Gin Leu Glu Arg Gly Asp val Asn 
35 ~ 40 45 

val val Asp Leu Lys Lys Asn lie Glu Tyr Ala Ala Ser val Leu Glu 

Page 6 
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50 55 60 



Ala Val Tyr lie Asp Glu Thr Arg Arg Leu Leu Asp Thr Glu Asp Glu 
65 70 75 80 



Leu Ser Asp lie Gin Thr Asp Ser val Pro Ser Glu val Arg Asp Trp 
85 90 95 



Leu Ala Ser Thr Phe Thr Arg Lys Met Gly Met Thr Lys Lys Lys Pro 
100 105 110 



Glu Glu Lys Pro Lys Phe Arg ser lie val His Ala val Gin Ala Gly 
115 120 125 



lie Phe val Glu Arg Met Tyr Arg Lys Thr Tyr His Met val Gly Leu 
130 135 ~ 140 



Ala Tyr Pro Ala Ala val lie val Thr Leu Lys Asp val Asp Lys Trp 
145 150 155 160 



Ser Phe Asp val Phe Ala Leu Asn Glu Ala Ser Gly Glu His Ser Leu 
165 170 175 



Lys Phe Met lie Tyr Glu Leu Phe Thr Arg Tyr Asp Leu lie Asn Arg 
180 185 190 



Phe Lys He Pro val Ser cys Leu lie Thr Phe Ala Glu Ala Leu Glu 



val Gly Tyr Ser Lys Tyr Lys Asn Pro Tyr His Asn Leu lie His Ala 
210 215 220 



Ala Asp val Thr Gin Thr val His Tyr lie Met Leu His Thr Gly lie 
225 230 235 240 



Met His Trp Leu Thr Glu Leu Glu lie Leu Ala Met val Phe Ala Ala 
245 250 255 



Ala lie His Asp Tyr Glu His Thr Gly Thr Thr Asn Asn Phe His lie 
260 265 270 



Gin Thr Arg ser Asp val Ala lie Leu Tyr Asn Asp Arg ser val Leu 
275 280 285 



Glu Asn His His Val Ser Ala Ala Tyr Arg Leu Met Gin Glu Glu Glu 



195 



200 



205 



290 



295 



300 



Page 
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Met Asn lie Leu lie Asn Leu Ser Lys Asp Asp Trp Arg Asp Leu Arg 
305 310 315 320 

Asn Leu val lie Glu Met val Leu Ser Thr Asp Met Ser Gly His Phe 
325 330 335 

Gin Gin He Lys Asn lie Arg Asn Ser Leu Gin Gin Pro Glu Gly lie 
340 ~ 345 350 

Asp Arg Ala Lys Thr Met Ser Leu lie Leu His Ala Ala Asp lie Ser 
355 360 365 

His Pro Ala Lys Ser Trp Lys Leu His Tyr Arg Trp Thr Met Ala Leu 
370 375 380 

Met Glu Glu Phe Phe Leu Gin Gly Asp Lys Glu Ala Glu Leu Gly Leu 
385 390 395 400 

Pro Phe Ser Pro Leu Cys Asp Arg Lys Ser Thr Met val Ala Gin Ser 
405 410 415 

Gin lie Gly Phe lie Asp Phe lie val Glu Pro Thr Phe Ser Leu Leu 
420 425 430 

Thr Asp Ser Thr Glu Lys lie val lie Pro Leu lie Glu Glu Ala Ser 
435 440 445 

Lys Ala Glu Thr Ser Ser Tyr val Ala Ser Ser Ser Thr Thr lie Val 
450 455 460 

Gly Leu His lie Ala Asp Ala Leu Arg Arg Ser Asn Thr Lys Gly Ser 
465 470 475 480 

Met Ser Asp Gly Ser Tyr Ser Pro Asp Tyr Ser Leu Ala Ala Val Asp 
485 490 495 

Leu Lys Ser Phe Lys Asn Asn Leu val Asp lie lie Gin Gin Asn Lys 
500 505 510 

Glu Arg Trp Lys Glu Leu Ala Ala Gin Glu Ala Arg Thr Ser Ser Gin 
515 520 525 

Lys Cys Glu Phe lie His Gin 
530 535 

<210> 4 
<211> 2008 
<212> DNA 
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<213> Homo Sapiens 
<400> 4 



f> «4— -4- ^* m -A- 

gaattcTgat 


gtgcttcagt 


gcacagaaca 


y LddCdgd Ly 


age ugc lull 


ggggagagc L 


fin 


+■ ft «■*. ft 4* y» 4» y»» 

tgagtactca 


4- y— <~i /~i y» y— 4- 

g tcggagcat 


catcatgggg 


4-y-4-"1/*l^/1/"'/""'n 

xc xagxgcca 


cagaga l tya 


agaa u uggaa 




^ f ^ f* ^ f* ^ ^ 
aacaccac l l 


l Laagxaxc l 


xacaggagaa 


LdCj dL Lydda 


ddd tg Lygcd 


y cy Lydda 


iou 


ggaaLacraa 


y« 4- /l y* 4- 4- /I ft 4- 

ganger rggt 


y"»l /"l ^ y*l -4- y"^ 

gaagcagcxg 


ft ^ ^ ^ « ^ f% ft +■ 

gaaagagg tg 


a tg l xaacg l 


Cg UCgdC L Ld 


9 /in 


aagaagaata 


ttgaatatgc 


ggcatctgtg 


ctggaagcag 


x xxaLa xega 


xgaaacaaga 




agacttctgg 


atactgaaga 


tgagctcagt 


gacattcaga 


ctgactcagt 


cccarc xgaa 




gtccgggact 


ggttggcttc 


tacctttaca 


M A M A M f*m /m 

cggaaaatgg 


ggatgacaaa 


aaagaaacc l 




gaggaaaaac 


caaaatttcg 


gagcattgtg 


catgctgttc 


aagctggaat 


4- 4~ 4- 4- fft- ft ft 

tt xtgtggaa 




agaatgtacc 


gaaaaacata 


tcatatggtt 


ggtttggcat 


atccagcagc 


tgtcaucgta 




acattaaagg 


atgttgataa 


-^4-y»iy».4-y-4-4-4-y— 

atggtctttc 


gatg tatt tg 


ccctaaatga 


agcaagxgga 


DUU 


gagcatagtc 


tgaagtttat 


gatttatgaa 


CLgtt tacca 


gatatgatct 


+"-^4-y — y~ /"•■♦- 

tatcaaccgt 


CCA 

DDU 


ttcaagattc 


ctgtttcttg 


cctaatcacc 


tttgcagaag 


ct ttagaagt 


tggttacagc 


/ ZU 


aagtacaaaa 


atccatatca 


caatttgatt 


catgcagctg 


atgtcactca 


aactgugcat 


7QA 

/CSU 


tacataatgc 


ttcatacagg 


tatcatgcac 


tggctcactg 


aactggaaat 


Lttagcaatg 


cS4U 


gtctttgctg 


ctgccattca 


tgattatgag 


catacaggga 


caacaaacaa 


ctt Lcacatt 


AAA 

yuu 


cagacaaggt 


cagatgttgc 


y--»-*-4-4-4-y«4- 4- 

catt ttgtat 


aatgatcgct 


ctgtccttga 


gaatcaccac 


QCA 

you 


gtgagtgcag 


cttatcgact 


tatgcaagaa 


gaagaaatga 


atatcttgat 


^ 1 -4- ^ -4— ^» ^* 

aaatt tatcc 


IVcKj 


aaagatgact 


ggagggatct 


tcggaaccta 


gtgattgaaa 


tggt t LtaLC 


tacagacatg 


-LUoU 


tcaggtcact 


tccagcaaat 


taaaaatata 


agaaacagtt 


tgcagcagcc 


tgaagggatt 


114U 


gacagagcca 


aaaccatgtc 


cctgattctc 


cacgcagcag 


acatcagcca 


cccagccaaa 


i inn 


tcctggaagc 


tgcattatcg 


gtggaccatg 


gccctaatgg 


aggagttttt 


ectgeaggga 


IZbU 


gataaagaag 


ctgaattagg 


gcttccattt 


tccccacttt 


gtgatcggaa 


gtcaaccatg 




gtggcccagt 


cacaaatagg 


tttcatcgat 


ttcatagtag 


agecaacatt 


ttctcttctg 


1 1 OA 

1380 


acagactcaa 


cagagaaaat 


tgttattcct 


cttatagagg 


aagcctcaaa 


agecgaaact 


1440 


tcttcctatg 


tggcaagcag 


ctcaaccacc 


attgtggggt 


tacacattgc 


tgatgeacta 


1500 


agacgatcaa 


atacaaaagg 


ctccatgagt 


gatgggtcct 


attccccaga 


ctactccctt 


1560 


gcagcagtgg 


acctgaagag 


tttcaagaac 


aacctggtgg 


acatcattca 


gcagaacaaa 


1620 


gagaggtgga 


aagagttagc 


tgcacaagaa 


gcaagaacca 


gttcacagaa 


gtgtgagttt 


1680 


attcatcagt 


aaacaccttt 


aagtaaaacc 


tcgtgcatgg 


tggcagctct 


aatttgacca 


1740 


aaagacttgg 


agattttgat 


tatgcttgct 


ggaaatctac 
Page 


cctgtcctgt 
9 


gtgagacagg 


1800 



PC10343B Sequence Listing 
aaatctattt ttgcagattg ctcaataagc atcatgagcc acataaataa cagctgtaaa 1860 

ctccttaatt caccgggctc aactgctacc gaacagattc atctagtggc tacatcagca 1920 

ccttgtgctt tcagatatct gtttcaatgg cattttgtgg catttgtctt taccgagtgc 1980 

caataaattt tctttgagca aaaaaaaa 2008 

<210> 5 

<211> 941 

<212> PRT 

<213> Homo Sapiens 

<400> 5 

Met Gly Gin Ala Cys Gly His Ser lie Leu Cys Arg ser Gin Gin Tyr 
1 5 10 ~ 15 

Pro Ala Ala Arg Pro Ala Glu Pro Arg Gly Gin Gin val Phe Leu Lys 
20 25 30 

Pro Asp Glu Pro Pro Pro Pro Pro Gin Pro Cys Ala Asp Ser Leu Gin 
35 40 45 

Asp Ala Leu Leu Ser Leu Gly Ser val lie Asp lie Ser Gly Leu Gin 
50 55 60 

Arg Ala val Lys Glu Ala Leu Ser Ala val Leu Pro Arg Val Glu Thr 
65 70 75 80 

val Tyr Thr Tyr Leu Leu Asp Gly Glu Ser Gin Leu val Cys Glu Asp 
85 90 95 

Pro Pro His Glu Leu Pro Gin Glu Gly Lys val Arg Glu Ala lie lie 
100 105 " 110 

Ser Gin Lys Arg Leu Gly Cys Asn Gly Leu Gly Phe Ser Asp Leu Pro 
115 120 125 

Gly Lys Pro Leu Ala Arg Leu val Ala Pro Leu Ala Pro Asp Thr Gin 
130 135 140 

val Leu val Met Pro Leu Ala Asp Lys Glu Ala Gly Ala val Ala Ala 
145 150 155 160 

val lie Leu val His Cys Gly Gin Leu Ser Asp Asn Glu Glu Trp Ser 
165 170 175 

Leu Gin Ala val Glu Lys His Thr Leu val Ala Leu Arg Arg val Gin 
180 185 190 
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Val Leu Gin Gin Arg Gly Pro Arg Glu Ala Pro Arg Ala Val Gin Asn 
195 200 205 

Pro Pro Glu Gly Thr Ala Glu Asp Gin Lys Gly Gly Ala Ala Tyr Thr 
210 * 215 220 

Asp Arg Asp Arg Lys lie Leu Gin Leu Cys Gly Glu Leu Tyr Asp Leu 
225 ~ 230 235 240 

Asp Ala Ser Ser Leu Gin Leu Lys val Leu Gin Tyr Leu Gin Gin Glu 
245 250 255 

Thr Arg Ala Ser Arg Cys Cys Leu Leu Leu val Ser Glu Asp Asn Leu 
260 265 270 

Gin Leu ser Cys Lys val lie Gly Asp Lys val Leu Gly Glu Glu val 
275 280 285 

Ser Phe Pro Leu Thr Gly Cys Leu Gly Gin val val Glu Asp Lys Lys 
290 295 300 

Ser lie Gin Leu Lys Asp Leu Thr Ser Glu Asp val Gin Gin Leu Gin 
305 310 315 320 

Ser Met Leu Gly Cys Glu Leu Gin Ala Met Leu Cys Val Pro Val lie 
325 330 335 

Ser Arg Ala Thr Asp Gin val val Ala Leu Ala Cys Ala Phe Asn Lys 
340 345 ' 350 

Leu Glu Gly Asp Leu Phe Thr Asp Glu Asp Glu His Val lie Gin His 
355 360 365 

Cys Phe His Tyr Thr ser Thr Val Leu Thr ser Thr Leu Ala Phe Gin 
370 375 380 

Lys Glu Gin Lys Leu Lys Cys Glu Cys Gin Ala Leu Leu Gin val Ala 
385 390 395 400 

Lys Asn Leu Phe Thr His Leu Asp Asp val Ser val Leu Leu Gin Glu 
405 410 415 

lie lie Thr Glu Ala Arg Asn Leu ser Asn Ala Glu lie Cys Ser val 
420 425 430 

Phe Leu Leu Asp Gin Asn Glu Leu val Ala Lys val Phe Asp Gly Gly 
435 440 445 
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val val Asp Asp Glu Ser Tyr Glu lie Arg lie Pro Ala Asp Gin Gly 
450 455 ~ 460 

lie Ala Gly His Val Ala Thr Thr Gly Gin lie Leu Asn lie Pro Asp 
465 * 470 475 480 

Ala Tyr Ala His Pro Leu Phe Tyr Arg Gly Val Asp Asp Ser Thr Gly 
485 490 495 

Phe Arg Thr Arg Asn lie Leu Cys Phe Pro lie Lys Asn Glu Asn Gin 
500 505 510 

Glu val lie Gly Val Ala Glu Leu val Asn Lys lie Asn Gly Pro Trp 
515 520 525 

Phe ser Lys Phe Asp Glu Asp Leu Ala Thr Ala Phe Ser lie Tyr Cys 
530 535 540 

Gly lie Ser lie Ala His Ser Leu Leu Tyr Lys Lys val Asn Glu Ala 
545 550 555 560 

Gin Tyr Arg Ser His Leu Ala Asn Glu Met Met Met Tyr His Met Lys 
565 570 575 

val Ser Asp Asp Glu Tyr Thr Lys Leu Leu His Asp Gly lie Gin Pro 
580 585 590 

val Ala Ala lie Asp Ser Asn Phe Ala Ser Phe Thr Tyr Thr Pro Arg 
595 600 605 

Ser Leu Pro Glu Asp Asp Thr Ser Met Ala lie Leu Ser Met Leu Gin 
610 615 620 

Asp Met Asn Phe lie Asn Asn Tyr Lys lie Asp Cys Pro Thr Leu Ala 
625 630 635 640 

Arg Phe Cys Leu Met Val Lys Lys Gly Tyr Arg Asp Pro Pro Tyr His 
645 650 655 

Asn Trp Met His Ala Phe Ser val Ser His Phe Cys Tyr Leu Leu Tyr 
660 665 670 

Lys Asn Leu Glu Leu Thr Asn Tyr Leu Glu Asp lie Glu lie Phe Ala 
675 680 685 

Leu Phe lie Ser Cys Met Cys His Asp Leu Asp His Arg Gly Thr Asn 
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690 695 700 

Asn Ser Phe Gin val Ala Ser Lys Ser Val Leu Ala Ala Leu Tyr Ser 
705 710 715 720 

Ser Glu Gly Ser Val Met Glu Arg His His Phe Ala Gin Ala lie Ala 
725 730 735 

lie Leu Asn Thr His Gly Cys Asn lie Phe Asp His Phe Ser Arg Lys 
740 745 750 

Asp Tyr Gin Arg Met Leu Asp Leu Met Arg Asp lie lie Leu Ala Thr 
755 760 765 

Asp Leu Ala His His Leu Arg lie Phe Lys Asp Leu Gin Lys Met Ala 
770 775 780 

Glu Val Gly Tyr Asp Arg Asn Asn Lys Gin His His Arg Leu Leu Leu 
785 790 795 800 

Cys Leu Leu Met Thr Ser Cys Asp Leu Ser Asp Gin Thr Lys Gly Trp 
805 810 815 

Lys Thr Thr Arg Lys lie Ala Glu Leu lie Tyr Lys Glu Phe Phe Ser 
820 825 830 

Gin Gly Asp Leu Glu Lys Ala Met Gly Asn Arg Pro Met Glu Met Met 
835 840 845 

Asp Arg Glu Lys Ala Tyr lie Pro Glu Leu Gin He Ser Phe Met Glu 
850 855 860 

His lie Ala Met Pro lie Tyr Lys Leu Leu Gin Asp Leu Phe Pro Lys 
865 870 875 880 

Ala Ala Glu Leu Tyr Glu Arg val Ala Ser Asn Arg Glu His Trp Thr 
885 890 895 

Lys val Ser His Lys Phe Thr lie Arg Gly Leu Pro ser Asn Asn ser 
900 905 910 

Leu Asp Phe Leu Asp Glu Glu Tyr Glu val Pro Asp Leu Asp Gly Thr 
915 920 925 

Arg Ala Pro lie Asn Gly Cys Cys Ser Leu Asp Ala Glu 
930 935 940 
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<210> 6 

<211> 4240 

<212> DNA 

<213> Homo Sapiens 

<400> 6 



cagcagagct 


ggattggggt 


gttgagtcca 


ggctgagtag 


ggggcagccc 


actgctcttg 


60 


gtccctgtgc 


ctgctggggg 


tgccctgccc 


tgaactccag 


gcagcgggga 


cagggcgagg 


120 


tgccacctta 


gtctggctgg 


ggaggcggac 


gatgaggagt 


gatggggcag 


gcatgcggcc 


180 


actccatcct 


ctgcaggagc 


cagcagtacc 


cggcagcgcg 


accggctgag 


ccgcggggcc 


240 


agcaggtctt 


cctcaagccg 


gacgagccgc 


cgccgccgcc 


gcagccatgc 


gccgacagcc 


300 


tgcaggacgc 


cttgctgagt 


ctgggctctg 


tcatcgacat 


ttcaggcctg 


caacgtgctg 


360 


tcaaggaggc 


cctgtcagct 


gtgctccccc 


gagtggaaac 


tgtctacacc 


tacctactgg 


420 


atggtgagtc 


ccagctggtg 


tgtgaggacc 


ccccacatga 


gctgccccag 


gaggggaaag 


480 


tccgggaggc 


tatcatctcc 


cagaagcggc 


tgggctgcaa 


tgggctgggc 


ttctcagacc 


540 


tgccagggaa 


gcccttggcc 


aggctggtgg 


ctccactggc 


tcctgatacc 


caagtgctgg 


600 


tcatgccgct 


agcggacaag 


gaggctgggg 


ccgtggcagc 


tgtcatcttg 


gtgcactgtg 


660 


gccagctgag 


tgataatgag 


gaatggagcc 


tgcaggcggt 


ggagaagcat 


accctggtcg 


720 


ccctgcggag 


ggtgcaggtc 


ctgcagcagc 


gcgggcccag 


ggaggctccc 


cgagccgtcc 


780 


agaacccccc 


ggaggggacg 


gcggaagacc 


agaagggcgg 


ggcggcgtac 


accgaccgcg 


840 


accgcaagat 


cctccaactg 


tgcggggaac 


tctacgacct 


ggatgcctct 


tccctgcagc 


900 


tcaaagtgct 


ccaatacctg 


cagcaggaga 


cccgggcatc 


ccgctgctgc 


ctcctgctgg 


960 


tgtcggagga 


caatctccag 


ctttcttgca 


aggtcatcgg 


agacaaagtg 


ctcggggaag 


1020 


aggtcagctt 


tcccttgaca 


ggatgcctgg 


gccaggtggt 


ggaagacaag 


aagtccatcc 


1080 


agctgaagga 


cctcacctcc 


gaggatgtac 


aacagctgca 


gagcatgttg 


ggctgtgagc 


1140 


tgcaggccat 


gctctgtgtc 


cctgtcatca 


gccgggccac 


tgaccaggtg 


gtggccttgg 


1200 


cctgcgcctt 


caacaagcta 


gaaggagact 


tgttcaccga 


cgaggacgag 


catgtgatcc 


1260 


agcactgctt 


ccactacacc 


agcaccgtgc 


tcaccagcac 


cctggccttc 


cagaaggaac 


1320 


agaaactcaa 


gtgtgagtgc 


caggctcttc 


tccaagtggc 


aaagaacctc 


ttcacccacc 


1380 


tggatgacgt 


ctctgtcctg 


ctccaggaga 


tcatcacgga 


ggccagaaac 


ctcagcaacg 


1440 


cagagatctg 


ctctgtgttc 


ctgctggatc 


agaatgagct 


ggtggccaag 


gtgttcgacg 


1500 


ggggcgtggt 


ggatgatgag 


agctatgaga 


tccgcatccc 


ggccgatcag 


ggcatcgcgg 


1560 


gacacgtggc 


gaccacgggc 


cagatcctga 


acatccctga 


cgcatatgcc 


catccgcttt 


1620 


tctaccgcgg 


cgtggacgac 


agcaccggct 


tccgcacgcg 


caacatcctc 


tgcttcccca 


1680 


tcaagaacga 


gaaccaggag 


gtcatcggtg 


tggccgagct 


ggtgaacaag 


atcaatgggc 


1740 
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caxgg xxcag 


caag x xcgac 


gaggacctgg 


Cydcgy LL.L L 


L. LLLd LL LqL 


Ly v_y y L.a LL.d 


low 


gcaxcgccca 


xxcxcxccxa 


LaCdddaddy 


xgdd Lydyyc 


trantatrnr 
LCdy LdtLtJ L. 


anrrarrtno 
dyL.LdLL.Lyy 


1 Rfin 

-LODU 


f r ~\ ^ /"i /"t +* 

CCHd.Lgd.gdL 


gaxgaxgxac 


cacaLgaagg 


LC LL.tgdL.yd 


tnantatarr 
Lydy LdldLL 


dddL L LL. LL.L. 


1 Q70 


axgaxgggax 


ccagccxgxg 


gcLgcca l xg 


dC LCCdd L L L 


LyLddy L L LL. 


dLLLdldLLL 


1 QRO 


ctcg t lcccl 


gcccgaggat 


gacacg tcca 


rggcca lccl 


gagcaxgcxg 


caggdcd xgd 




atttcatcaa 


caactacaaa 


attgac tgcc 


cgaccc xggc 


ccggxxcxgx 


xxgaxgyxgd 


tllUU 


agaagggcta 


ccgggatccc 


ccctaccaca 


acrggaxgca 


cgccxxxxcx 


gxcxcccacx 


91 AO 


tctgctacct 


gctctacaag 


aacctggagc 


LCaCCddC Ld 


ccxcgaggac 


a + r/ianatr^ 

axcgagaxc l 


LLLKJ 


xtgccxxgxx 


LdLl ice xgc 


axg xg xcaxg 


•a /~ /~ "t - n /~i ra f r 

acc Lggaccd 


caydggcdCd 


ddCddC LC L L 




tccaggtggc 


cxcgaaaxcx 


gtgctggctg 


CgC LC LdCdg 


cxcxgagggc 


xccgxcaxgg 


9^4n 


agaggcacca 


cxxxgcxcag 


gccatcgcca 


LCC LCddCdC 


ccdcggcxgc 


ddCdXC L LXg 


9*inn 


atcatttctc 


ccggaaggac 


tatcagcgca 


/I ^ +*■ ^ 

tgctggatct 


gaxgcgggac 


atcaxctxgg 




ccacagacct 


ggcccaccat 


ctccgcatct 


tcaaggacct 


r— s~ —\ /-a — \ -* *t — \ /-a 

ccagaagaxg 


/-1 /— /^i ^ ^ +■ f* f* 
gctgaggtgg 




gctacgaccg 


aaacaacaag 


cagcaccaca 


gacttctcct 


ctgcctcctc 


axgaccxccx 


9 CfiA 


gtgacctctc 


tgaccagacc 


aagggctgga 


agactacgag 


aaagaxcgcg 


gagcxgaxcx 




acaaagaatt 


cxxcxcccag 


ggagacctgg 


agaaggccax 


gggcaacagg 


ccgacggaga 




tgatggaccg 


ggagaaggcc 


tatatccctg 


agctgcaaat 


cagcttcaxg 


gagcacaxxg 




caatgcccat 


ctacaagctg 


ttgcaggacc 


y^. +- ^- y^ y— y— y— ^\ 

tgttccccaa 


agcggcagag 


cxgxacgagc 


9C9H 


gcgtggcctc 


caaccgtgag 


cactggacca 


aggtgtccca 


caagttcacc 


f f ft f f% ft f f 
atccgcggcc 


•)QQA 


tcccaagtaa 


caactcgctg 


gacttcctgg 


axgaggag xa 


**™ s* ^ ^1 +■ « ^* ^ *i" 
cgaggtgcct 


gaxcxggaxg 


9QAO 


gcactagggc 


ccccatcaat 


ggctgctgca 


gccxxgaxgc 


xgagxgaxcc 


ccxccaggac 


oUUU 


acttccctgc 


ccaggccacc 


tcccacagcc 


cxccactggx 


ctggccagax 


r't' ft ft ft 

gcactgggaa 


3UDU 


cagagccacg 


ggtcctgggt 


cctagaccag 


gacxtccxgt 


gtgaccctgg 


acaagtacxa 


^ 1 9n 


ccttcctggg 


cctcagcttt 


ctcgtctgta 


taaxggaagc 


aagacttcca 


acctcacgga 


3 1 on 


gactttgtaa 


tttgcttctc 


tgagagcaca 


ggggtgacca 


atgagcagtg 


ggccctactc 




tgcacctctg 


accacacctt 


ggcaagtctt 


tcccaagcca 


ttctttgtct 


gagcagcttg 


3300 


atggtttctc 


cttgccccat 


ttctgcccca 


ccagatcttt 


gctcctttcc 


ctttgaggac 


3360 


tcccaccctt 


tgggtctcca 


ggatcctcat 


ggaaggggaa 


ggtgagacat 


ctgagtgagc 


3420 


agagtgtggc 


atcttggaaa 


cagtccttag 


ttctgtggga 


ggactagaaa 


cagccgcggc 


3480 


gaaggccccc 


tgaggaccac 


tactatactg 


atggtgggat 


tgggacctgg 


gggatacagg 


3540 


ggccccagga 


agaagctggc 


cagaggggca 


gctcagtgct 


ctgcagagag 


gggccctggg 


3600 
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gagaagcagg atgggattga tgggcaggag ggatccccgc actgggagac aggcccaggt 3660 

atgaatgagc cagccatgct tcctcctgcc tgtgtgacgc tgggcgagtc tcttcccctg 3720 

tctgggccaa acagggagcg ggtaagacaa tccatgctct aagatccatt ttagatcaat 3780 

gtctaaaata gctctatggc tctgcggagt cccagcagag gctatggaat gtttctgcaa 3840 

ccctaaggca cagagagcca accctgagtg tctcagaggc cccctgagtg ttccccttgg 3900 

cctgagcccc ttacccattc ctgcagccag tgagagacct ggcctcagcc tggcagcgct 3960 

ctcttcaagg ccatatccac ctgtgccctg gggcttggga gaccccatag gccgggactc 4020 

ttgggtcagc ccgccactgg cttctctctt tttctccgtt tcattctgtg tgcgttgtgg 4080 

ggtgggggag ggggtccacc tgccttacct ttctgagttg cctttagaga gatgcgtttt 4140 

tctaggactc tgtgcaactg tcgtatatgg tcccgtgggc tgaccgcttt gtacatgaga 4200 

ataaatctat ttctttctac caaaaaaaaa aaaaaaaaaa 4240 

<210> 7 

<211> 97 

<212> PRT 

<213> Homo Sapiens 

<400> 7 

Met Leu Gly Asn Lys Arg Leu Gly Leu Ser Gly Leu Thr Leu Ala Leu 
1 5 10 15 

Ser Leu Leu val Cys Leu Gly Ala Leu Ala Glu Ala Tyr Pro Ser Lys 
20 25 30 

Pro Asp Asn Pro Gly Glu Asp Ala Pro Ala Glu Asp Met Ala Arg Tyr 
35 40 45 

Tyr Ser Ala Leu Arg His Tyr lie Asn Leu lie Thr Arg Gin Arg Tyr 
50 55 60 

Gly Lys Arg Ser Ser Pro Glu Thr Leu lie Ser Asp Leu Leu Met Arg 
65 70 75 80 

Glu Ser Thr Glu Asn Val Pro Arg Thr Arg Leu Glu Asp Pro Ala Met 
85 90 95 

Trp 



<210> 8 

<211> 551 

<212> DNA 

<213> Homo Sapiens 
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<400> 8 


i_ i_y y v_ n_ LLa 


PC10343B Sequence Listing 
cccctcggag acgctcgccc gacagcatag 


"tacttaccac 


60 




r f~c\cc\cc\c C7k 


gccaccatgc 


taggtaacaa 


gcgactgggg 


v_ u y v_ \_ \_ y y ci v_ 


120 


Lgdccc ucgc 


ccxg iccc xg 


ctcgtgtgcc 


tqqqtqcqct 


qqccqaqqcq 




180 


dLJ CLyydLdd 


LLLyyy cydy 


qacqcaccaq 


cggaggacat 


ggccagatac 


tartrnnrnr 




c\ r ry^ r* ^ f 
LgcydCdLLd 


LdLLadLLLL 


atcaccaggc 


agagatatgg 


aaaacgatcc 


ayLLLayaya 


D\J\J 




dgdLLLLLLLJ 


atgagagaaa 


gcacagaaaa 


tgttcccaga 


aL LLyyL L Ly 


3 fin 


aagaccctgc 


aatgtggtga 


tgggaaatga 


gacttgctct 


ctggcctttt 


cctattttca 


420 


gcccatattt 


catcgtgtaa 


aacgagaatc 


cacccatcct 


accaatgcat 


gcagccactg 


480 


tgctgaattc 


tgcaatgttt 


tcctttgtca 


tcattgtata 


tatgtgtgtt 


taaataaagt 


540 


atcatgcatt 


c 










551 



<210> 9 

<211> 384 

<212> PRT 

<213> Homo Sapiens 

<400> 9 

Met Asn ser Thr Leu Phe Ser Gin val Glu Asn His Ser Val His Ser 
15 10 15 

Asn Phe Ser Glu Lys Asn Ala Gin Leu Leu Ala Phe Glu Asn Asp Asp 
20 25 30 

Cys His Leu Pro Leu Ala Met lie Phe Thr Leu Ala Leu Ala Tyr Gly 
35 40 45 

Ala val lie lie Leu Gly val Ser Gly Asn Leu Ala Leu lie lie He 
50 55 60 

lie Leu Lys Gin Lys Glu Met Arg Asn val Thr Asn lie Leu lie val 
65 70 ' 75 80 

Asn Leu Ser Phe Ser Asp Leu Leu val Ala lie Met Cys Leu Pro Phe 
85 90 95 

Thr Phe val Tyr Thr Leu Met Asp His Trp val Phe Gly Glu Ala Met 
100 105 110 

Cys Lys Leu Asn Pro Phe val Gin Cys val Ser lie Thr val Ser lie 
115 120 125 

Phe ser Leu val Leu lie Ala val Glu Arg His Gin Leu lie lie Asn 
130 135 ~ 140 
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Pro Arg Gly Trp Arg Pro Asn Asn Arg His Ala Tyr val Gly lie Ala 
145 ~ 150 ~ 155 160 

Val lie Trp Val Leu Ala Val Ala Ser Ser Leu Pro Phe Leu lie Tyr 
165 170 175 

Gin Val Met Thr Asp Glu Pro Phe Gin Asn val Thr Leu Asp Ala Tyr 
180 185 190 

Lys Asp Lys Tyr val Cys Phe Asp Gin Phe Pro Ser Asp Ser His Arg 
195 200 205 

Leu Ser Tyr Thr Thr Leu Leu Leu val Leu Gin Tyr Phe Gly Pro Leu 
210 215 220 

Cys Phe lie Phe lie Cys Tyr Phe Lys lie Tyr lie Arg Leu Lys Arg 
225 230 235 " 240 

Arg Asn Asn Met Met Asp Lys Met Arg Asp Asn Lys Tyr Arg Ser Ser 
245 250 255 

Glu Thr Lys Arg lie Asn lie Met Leu Leu Ser lie Val Val Ala Phe 
260 265 270 

Ala val Cys Trp Leu Pro Leu Thr lie Phe Asn Thr Val Phe Asp Trp 
275 280 285 

Asn His Gin lie lie Ala Thr Cys Asn His Asn Leu Leu Phe Leu Leu 
290 295 300 

Cys His Leu Thr Ala Met lie Ser Thr Cys val Asn Pro lie Phe Tyr 
305 310 315 320 

Gly Phe Leu Asn Lys Asn Phe Gin Arg Asp Leu Gin Phe Phe Phe Asn 
325 330 335 

Phe cys Asp Phe Arg Ser Arg Asp Asp Asp Tyr Glu Thr lie Ala Met 
340 345 350 

Ser Thr Met His Thr Asp val Ser Lys Thr Ser Leu Lys Gin Ala Ser 
355 360 365 

Pro val Ala Phe Lys Lys lie Asn Asn Asn Asp Asp Asn Glu Lys lie 
370 375 380 

<210> 10 
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<211> 
<212> 
<213> 



2624 
DNA 

Homo Sapiens 



PC10343B Sequence Listing 



<220> 

<221> misc_feature 

<222> (1622) . . (1624) 

<223> n is a, c, g, or t 

<400> 10 



attgttcagt 


tcaagggaat 


gaagaattca 


gaataatttt 


ggtaaatgga 


ttccaatatc 


60 


gggaataaga 


ataagctgaa 


cagttgacct 


gctttgaaga 


aacatactgt 


ccatttgtct 


120 


aaaataatct 


ataacaacca 


aaccaatcaa 


aatgaattca 


acattatttt 


cccaggttga 


180 


aaatcattca 


gtccactcta 


atttctcaga 


gaagaatgcc 


cagcttctgg 


cttttgaaaa 


240 


tgatgattgt 


catctgccct 


tggccatgat 


atttacctta 


gctcttgctt 


atggagctgt 


300 


gatcattctt 


ggtgtctctg 


gaaacctggc 


cttgatcata 


atcatcttga 


aacaaaagga 


360 


gatgagaaat 


gttaccaaca 


tcctgattgt 


gaacctttcc 


ttctcagact 


tgcttgttgc 


420 


catcatgtgt 


ctccccttta 


catttgtcta 


cacattaatg 


gaccactggg 


tctttggtga 


480 


ggcgatgtgt 


aagttgaatc 


cttttgtgca 


atgtgtttca 


atcactgtgt 


ccattttctc 


540 


tctggttctc 


attgctgtgg 


aacgacatca 


gctgataatc 


aaccctcgag 


ggtggagacc 


600 


aaataataga 


catgcttatg 


taggtattgc 


tgtgatttgg 


gtccttgctg 


tggcttcttc 


660 


tttgcctttc 


ctgatctacc 


aagtaatgac 


tgatgagccg 


ttccaaaatg 


taacacttga 


720 


tgcgtacaaa 


gacaaatacg 


tgtgctttga 


tcaatttcca 


tcggactctc 


ataggttgtc 


780 


ttataccact 


ctcctcttgg 


tgctgcagta 


ttttggtcca 


ctttgtttta 


tatttatttg 


840 


ctacttcaag 


atatatatac 


gcctaaaaag 


gagaaacaac 


atgatggaca 


agatgagaga 


900 


caataagtac 


aggtccagtg 


aaaccaaaag 


aatcaatatc 


atgctgctct 


ccattgtggt 


960 


agcatttgca 


gtctgctggc 


tccctcttac 


catctttaac 


actgtgtttg 


attggaatca 


1020 


tcagatcatt 


gctacctgca 


accacaatct 


gttattcctg 


ctctgccacc 


tcacagcaat 


1080 


gatatccact 


tgtgtcaacc 


ccatatttta 


tgggttcctg 


aacaaaaact 


tccagagaga 


1140 


cttgcagttc 


ttcttcaact 


tttgtgattt 


ccggtctcgg 


gatgatgatt 


atgaaacaat 


1200 


agccatgtcc 


acgatgcaca 


cagatgtttc 


caaaacttct 


ttgaagcaag 


caagcccagt 


1260 


cgcatttaaa 


aaaatcaaca 


acaatgatga 


taatgaaaaa 


atctgaaact 


acttatagcc 


1320 


tatggtcccg 


gatgacatct 


gtttaaaaac 


aagcacaacc 


tgcaacatac 


tttgattacc 


1380 


tgttctccca 


aggaatgggg 


ttgaaatcat 


ttgaaaatga 


ctaagatttt 


cttgtcttgc 


1440 


ttttttactg 


cttttgttgt 


agtgtcataa 


ttacatttgg 


aacaaaaggt 


gtgggctttg 


1500 


gggtcttctg 


gaaatagttt 


tgaccagaca 


tctttgaagt 


gctttttgtg 


aatttatgca 


1560 
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tataatataa agacttttat actgtactta ttggaatgaa atttctttaa agtattacga 1620 

tnnnctgact tcagaagtac ctgccatcca atacggtcat tagattgggt catcttgatt 1680 

agattagatt agattagatt gtcaacagat tgggccatcc ttactttatg ataggcatca 1740 

ttttagtgtg ttacaatagt aacagtatgc aaaagcagca ttcaggagcc gaaagatagt 1800 

cttgaagtca ttcagaagtg gtttgaggtt tctgtttttt ggtggttttt gtttgttttt 1860 

tttttttttc accttaaggg aggctttcat ttcctcccga ctgattgtca cttaaatcaa 1920 

aatttaaaaa tgaataaaaa gacatacttc tcagctgcaa atattatgga gaattgggca 1980 

cccacaggaa tgaagagaga aagcagctcc ccaacttcaa aaccattttg gtacctgaca 2040 

acaagagcat tttagagtaa ttaatttaat aaagtaaatt agtattgctg caaatagcta 2100 

aattatattt atttgaattg atggtcaaga gattttccat tttttttaca gactgttcag 2160 

tgtttgtcaa gcttctggtc taatatgtac tcgaaagact ttccgcttac aatttgtaga 2220 

aacacaaata tcgttttcca tacagcagtg cctatatagt gactgatttt aactttcaat 2280 

gtccatcttt caaaggaagt aacaccaagg tacaatgtta aaggaatatt cactttacct 2340 

agcagggaaa aatacacaaa aactgcagat acttcatata gcccatttta acttgtataa 2400 

actgtgtgac ttgtggcgtc ttataaataa tgcactgtaa agattactga atagttgtgt 2460 

catgttaatg tgcctaattt catgtatctt gtaatcatga ttgagcctca gaatcatttg 2520 

gagaaactat attttaaaga acaagacata cttcaatgta ttatacagat aaagtattac 2580 

atgtgtttga ttttaaaagg gcggacattt tattaaaatc aagg 2624 

<210> 11 

<211> 381 

<212> PRT 

<213> Homo Sapiens 

<400> 11 

Met Gly Pro lie Gly Ala Glu Ala Asp Glu Asn Gin Thr val Glu Glu 
15 10 15 

Met Lys Val Glu Gin Tyr Gly Pro Gin Thr Thr Pro Arg Gly Glu Leu 
20 25 30 

val Pro Asp Pro Glu Pro Glu Leu lie Asp Ser Thr Lys Leu lie Glu 
35 40 45 

val Gin val val Leu lie Leu Ala Tyr Cys Ser lie He Leu Leu Gly 
50 55 60 

val lie Gly Asn Ser Leu Val lie His Val Val lie Lys Phe Lys Ser 
65 70 75 80 
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Met Arg Thr Val Thr Asn Phe Phe lie Ala Asn Leu Ala Val Ala Asp 
85 90 95 

Leu Leu Val Asn Thr Leu Cys Leu Pro Phe Thr Leu Thr Tyr Thr Leu 
100 105 110 

Met Gly Glu Trp Lys Met Gly Pro Val Leu Cys His Leu Val Pro Tyr 
115 ' 120 125 

Ala Gin Gly Leu Ala val Gin val Ser Thr lie Thr Leu Thr val lie 
130 135 140 

Ala Leu Asp Arg His Arg Cys lie val Tyr His Leu Glu Ser Lys He 
145 ~ 150 155 160 

Ser Lys Arg lie Ser Phe Leu lie lie Gly Leu Ala Trp Gly lie Ser 
165 170 175 

Ala Leu Leu Ala Ser Pro Leu Ala lie Phe Arg Glu Tyr Ser Leu lie 
180 185 " 190 

Glu lie lie Pro Asp Phe Glu lie val Ala Cys Thr Glu Lys Trp Pro 
195 200 205 

Gly Glu Glu Lys Ser lie Tyr Gly Thr Val Tyr Ser Leu Ser Ser Leu 
210 215 220 

Leu lie Leu Tyr Val Leu Pro Leu Gly lie He Ser Phe Ser Tyr Thr 
225 230 235 240 

Arg lie Trp Ser Lys Leu Lys Asn His val Ser Pro Gly Ala Ala Asn 
245 250 255 

Asp His Tyr His Gin Arg Arg Gin Lys Thr Thr Lys Met Leu Val Cys 
260 265 270 

val Val val val Phe Ala val Ser Trp Leu Pro Leu His Ala Phe Gin 
275 280 285 

Leu Ala Val Asp lie Asp Ser Gin Val Leu Asp Leu Lys Glu Tyr Lys 
290 295 300 

Leu lie Phe Thr val Phe His lie lie Ala Met Cys Ser Thr Phe Ala 
305 310 315 320 

Asn Pro Leu Leu Tyr Gly Trp Met Asn Ser Asn Tyr Arg Lys Ala Phe 
325 330 335 
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Leu Ser Ala Phe Arg Cys Glu Gin Arg Leu Asp Ala lie His Ser Glu 
340 345 350 

val ser val Thr Phe Lys Ala Lys Lys Asn Leu Glu val Arg Lys Asn 
355 360 365 

Ser Gly Pro Asn Asp Ser Phe Thr Glu Ala Thr Asn val 
370 375 380 

<210> 12 

<211> 1200 

<212> DNA 

<213> Homo Sapiens 



<400> 12 



caagtggacc 


tgtactgaaa 


atgggtccaa 


taggtgcaga ggctgatgag 


aaccagacag 


60 


tggaagaaat 


gaaggtggaa 


caatacgggc 


cacaaacaac tcctagaggt 


gaactggtcc 


120 


ctgaccctga 


gccagagctt 


atagatagta 


ccaagctgat tgaggtacaa 


gttgttctca 


180 


tattggccta 


ctgctccatc 


atcttgcttg 


gggtaattgg caactccttg 


gtgatccatg 


240 


tggtgatcaa 


attcaagagc 


atgcgcacag 


taaccaactt tttcattgcc 


aatctggctg 


300 


tggcagatct 


tttggtgaac 


actctgtgtc 


taccgttcac tcttacctat 


accttaatgg 


360 


gggagtggaa 


aatgggtcct 


gtcctgtgcc 


acctggtgcc ctatgcccag 


ggcctggcag 


420 


tacaagtatc 


cacaatcacc 


ttgacagtaa 


ttgccctgga ccggcacagg 


tgcatcgtct 


480 


accacctaga 


gagcaagatc 


tccaagcgaa 


tcagcttcct gattattggc 


ttggcctggg 


540 


gcatcagtgc 


cctgctggca 


agtcccctgg 


ccatcttccg ggagtattcg 


ctgattgaga 


600 


tcatcccgga 


ctttgagatt 


gtggcctgta 


ctgaaaagtg gcctggcgag 


gagaagagca 


660 


tctatggcac 


tgtctatagt 


ctttcttcct 


tgttgatctt gtatgttttg 


cctctgggca 


720 


ttatatcatt 


ttcctacact 


cgcatttgga 


gtaaattgaa gaaccatgtc 


agtcctggag 


780 


ctgcaaatga 


ccactaccat 


cagcgaaggc 


aaaaaaccac caaaatgctg 


gtgtgtgtgg 


840 


tggtggtgtt 


tgcggtcagc 


tggctgcctc 


tccatgcctt ccagcttgcc 


gttgacattg 


900 


acagccaggt 


cctggacctg 


aaggagtaca 


aactcatctt cacagtgttc 


cacatcatcg 


960 


ccatgtgctc 


cacttttgcc 


aatccccttc 


tctatggctg gatgaacagc 


aactacagaa 


1020 


aggctttcct 


ctcggccttc 


cgctgtgagc 


agcggttgga tgccattcac 


tctgaggtgt 


1080 


ccgtgacatt 


caaggctaaa 


aagaacctgg 


aggtcagaaa gaacagtggc 


cccaatgact 


1140 


ctttcacaga 


ggctaccaat 


gtctaaggaa 


gctgtggtgt gaaaatgtat 


ggatgaattc 


1200 



<210> 13 
<211> 445 
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<212> PRT 

<213> Homo Sapiens 

<400> 13 

Met Asp Leu Glu Leu Asp Glu Tyr Tyr Asn Lys Thr Leu Ala Thr Glu 
1 5 10 15 

Asn Asn Thr Ala Ala Thr Arg Asn Ser Asp Phe Pro Val Trp Asp Asp 
20 25 30 

Tyr Lys Ser Ser val Asp Asp Leu Gin Tyr Phe Leu lie Gly Leu Tyr 
35 40 45 

Thr Phe Val Ser Leu Leu Gly Phe Met Gly Asn Leu Leu lie Leu Met 
50 55 60 

Ala Leu Met Lys Lys Arg Asn Gin Lys Thr Thr Val Asn Phe Leu lie 
65 * 70 75 80 

Gly Asn Leu Ala Phe Ser Asp lie Leu val val Leu Phe Cys Ser Pro 
85 90 95 

Phe Thr Leu Thr Ser val Leu Leu Asp Gin Trp Met Phe Gly Lys val 
100 105 110 

Met Cys His lie Met Pro Phe Leu Gin Cys Val Ser val Leu val Ser 
115 120 125 

Thr Leu lie Leu lie Ser lie Ala lie val Arg Tyr His Met lie Lys 
130 135 140 

His Pro lie Ser Asn Asn Leu Thr Ala Asn His Gly Tyr Phe Leu lie 
145 150 155 160 

Ala Thr Val Trp Thr Leu Gly Phe Ala lie Cys Ser Pro Leu Pro Val 
165 170 175 

Phe His Ser Leu val Glu Leu Gin Glu Thr Phe Gly Ser Ala Leu Leu 
180 185 190 

Ser Ser Arg Tyr Leu Cys val Glu Ser Trp Pro Ser Asp Ser Tyr Arg 
195 200 205 

lie Ala Phe Thr lie Ser Leu Leu Leu val Gin Tyr lie Leu Pro Leu 
210 215 220 

val Cys Leu Thr val Ser His Thr Ser val Cys Arg ser lie ser cys 
225 230 235 240 
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Gly Leu Ser Asn Lys Glu Asn Arg Leu Glu Glu Asn Glu Met lie Asn 
245 250 255 

Leu Thr Leu His Pro Ser Lys Lys Ser Gly Pro Gin Val Lys Leu Ser 
260 265 270 

Gly Ser His Lys Trp Ser Tyr ser Phe lie Lys Lys His Arg Arg Arg 
275 280 285 

Tyr Ser Lys Lys Thr Ala Cys Val Leu Pro Ala Pro Glu Arg Pro Ser 
290 295 300 

Gin Glu Asn His Ser Arg lie Leu Pro Glu Asn Phe Gly Ser Val Arg 
305 310 315 320 

Ser Gin Leu Ser Ser Ser Ser Lys Phe lie Pro Gly val Pro Thr Cys 
325 330 335 

Phe Glu lie Lys Pro Glu Glu Asn ser Asp val His Glu Leu Arg Val 
340 345 350 

Lys Arg Ser val Thr Arg lie Lys Lys Arg Ser Arg Ser Val Phe Tyr 
355 360 ~ 365 

Arg Leu Thr lie Leu lie Leu val Phe Ala val Ser Trp Met Pro Leu 
370 375 380 

His Leu Phe His val val Thr Asp Phe Asn Asp Asn Leu lie ser Asn 
385 390 395 400 

Arg His Phe Lys Leu val Tyr Cys lie Cys His Leu Leu Gly Met Met 
405 410 415 

Ser cys Cys Leu Asn Pro lie Leu Tyr Gly Phe Leu Asn Asn Gly lie 
420 425 430 

Lys Ala Asp Leu Val Ser Leu lie His Cys Leu His Met 
435 440 445 

<210> 14 

<211> 1370 

<212> DNA 

<213> Homo Sapiens 

<400> 14 

ccaagcagga ctataatatg gatttagagc tcgacgagta ttataacaag acacttgcca 

cagagaataa tactgctgcc actcggaatt ctgatttccc agtctgggat gactataaaa 
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gcagtgtaga tgacttacag tattttctga ttgggctcta tacatttgta agtcttcttg 180 

gctttatggg gaatctactt attttaatgg ctctcatgaa aaagcgtaat cagaagacta 240 

cggtaaactt cctcataggc aatctggcct tttctgatat cttggttgtg ctgttttgct 300 

cacctttcac actgacgtct gtcttgctgg atcagtggat gtttggcaaa gtcatgtgcc 360 

atattatgcc ttttcttcaa tgtgtgtcag ttttggtttc aactttaatt ttaatatcaa 420 

ttgccattgt caggtatcat atgataaaac atcccatatc taataattta acagcaaacc 480 

atggctactt tctgatagct actgtctgga cactaggttt tgccatctgt tctccccttc 540 

cagtgtttca cagtcttgtg gaacttcaag aaacatttgg ttcagcattg ctgagcagca 600 

ggtatttatg tgttgagtca tggccatctg attcatacag aattgccttt actatctctt 660 

tattgctagt tcagtatatt ctgcccttag tttgtcttac tgtaagtcat acaagtgtct 720 

gcagaagtat aagctgtgga ttgtccaaca aagaaaacag acttgaagaa aatgagatga 780 

tcaacttaac tcttcatcca tccaaaaaga gtgggcctca ggtgaaactc tctggcagcc 840 

ataaatggag ttattcattc atcaaaaaac acagaagaag atatagcaag aagacagcat 900 

gtgtgttacc tgctccagaa agaccttctc aagagaacca ctccagaata cttccagaaa 960 

actttggctc tgtaagaagt cagctctctt catccagtaa gttcatacca ggggtcccca 1020 

cttgctttga gataaaacct gaagaaaatt cagatgttca tgaattgaga gtaaaacgtt 1080 

ctgttacaag aataaaaaag agatctcgaa gtgttttcta cagactgacc atactgatat 1140 

tagtatttgc tgttagttgg atgccactac accttttcca tgtggtaact gattttaatg 1200 

acaatcttat ttcaaatagg catttcaagt tggtgtattg catttgtcat ttgttgggca 1260 

tgatgtcctg ttgtcttaat ccaattctat atgggtttct taataatggg attaaagctg 1320 

atttagtgtc ccttatacac tgtcttcata tgtaataatt ctcactgttt 1370 

<210> 15 

<211> 170 

<212> PRT 

<213> Homo Sapiens 

<400> 15 

Met Asp Thr Arg Asn Lys Ala Gin Leu Leu val Leu Leu Thr Leu Leu 
1 5 10 15 

Ser Val Leu Phe Ser Gin Thr Ser Ala Trp Pro Leu Tyr Arg Ala Pro 



Ser Ala Leu Arg Leu Gly Asp Arg lie Pro Phe Glu Gly Ala Asn Glu 
35 40 45 
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Pro Asp Gin Val Ser Leu Lys Glu Asp lie Asp Met Leu Gin Asn Ala 

50 55 60 

Leu Ala Glu Asn Asp Thr Pro Tyr Tyr Asp Val Ser Arg Asn Ala Arg 

65 70 75 80 

His Ala Asp Gly val Phe Thr Ser Asp Phe Ser Lys Leu Leu Gly Gin 
85 90 95 

Leu Ser Ala Lys Lys Tyr Leu Glu Ser Leu Met Gly Lys Arg val Ser 
100 105 110 

Ser Asn lie Ser Glu Asp Pro Val Pro val Lys Arg His Ser Asp Ala 
115 120 125 

val Phe Thr Asp Asn Tyr Thr Arg Leu Arg Lys Gin Met Ala val Lys 



Lys Tyr Leu Asn Ser lie Leu Asn Gly Lys Arg Ser Ser Glu Gly Glu 
145 150 155 160 

Ser Pro Asp Phe Pro Glu Glu Leu Glu Lys 
165 170 

<210> 16 

<211> 1511 

<212> DNA 

<213> Homo Sapiens 

<400> 16 

ggtcagctcc aaaacaatcc ggaacggcca gctccggggg agcacgactg ggcgagaggc 60 

acagaaatgg acaccagaaa taaggcccag ctccttgtgc tcctgactct tctcagtgtg 120 

ctcttctcac agacttcggc atggcctctt tacagggcac cttctgctct caggttgggt 180 

gacagaatac cctttgaggg agcaaatgaa cctgatcaag tttcattaaa agaagacatt 240 

gacatgttgc aaaatgcatt agctgaaaat gacacaccct attatgatgt atccagaaat 300 

gccaggcatg ctgatggagt tttcaccagt gacttcagta aactcttggg tcaactttct 360 

gccaaaaagt accttgagtc tcttatggga aaacgtgtta gcagtaacat ctcagaagac 420 

cctgtaccag tcaaacgtca ctcagatgca gtcttcactg acaactatac ccgccttaga 480 

aaacaaatgg ctgtaaagaa atatttgaac tcaattctga atggaaagag gagcagtgag 540 

ggagaatctc ccgactttcc agaagagtta gaaaaatgat gaaaaagacc tttggagcaa 600 

agctgatgac aacttcccag tgaattcttg aaggaaaatg atacgcaaca taattaaatt 660 

ttagattcta cataagtaat tcaagaaaac aacttcaata tccaaaccaa ataaaaatat 720 

tgtgttgtga atgttgtgat gtattctagc taatgtaata actgtgaagt ttacattgta 780 
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aatagtattt gagagttcta aattttgtct ttaactcata aaaagcctgc aatttcatat 840 

gctgtatatc ctttctaaca aaaaaatata ttttaatgat aagtaatgct aggttaatcc 900 

aattatatga gacgtttttg gaagagtagt aatagagcaa aattgatgtg tttatttata 960 

gagtgtactt aactattcag gagagtagaa cagataatca gtgtgtctaa atttgaatgt 1020 

taagcagatg gaatgctgtg ttaaataaac ctcaaaatgt ctaagatagt aacaatgaag 1080 

ataaaaagac attcttccaa aaagattttc agaaaatatt atgtgtttcc atattttata 1140 

ggcaaccttt atttttaatg gtgttttaaa aaatctcaaa tttggattgc taatcaccaa 1200 

aggctctctc ctgatagtct ttcagttaag gagaacgacc cctgcttctg acactgaaac 1260 

ttccctttct gcttgtgtta agtatgtgta aaatgtgaag tgaatgaaac actcagttgt 1320 

tcaataataa atatttttgc cataatgact cagaatattg ctttggtcat atgagcttcc 1380 

ttctgtgaaa tacattttgg agacacaact atttttccaa aataatttta agaaatcaaa 1440 

gagagaaaat aaagaccttg cttatgattg cagataaaaa aaaaaaaaaa aaaaaaaaaa 1500 

aaaaaaaaaa a 1511 

<210> 17 

<211> 170 

<212> PRT 

<213> Homo Sapiens 

<400> 17 

Met Asp Thr Arg Asn Lys Ala Gin Leu Leu val Leu Leu Thr Leu Leu 
15 10 15 

Ser val Leu Phe Ser Gin Thr Ser Ala Trp Pro Leu Tyr Arg Ala Pro 
20 25 30 

Ser Ala Leu Arg Leu Gly Asp Arg lie Pro Phe Glu Gly Ala Asn Glu 
35 ~ 40 45 

Pro Asp Gin val Ser Leu Lys Glu Asp lie Asp Met Leu Gin Asn Ala 
50 55 60 

Leu Ala Glu Asn Asp Thr Pro Tyr Tyr Asp val Ser Arg Asn Ala Arg 
65 70 75 ~ 80 

His Ala Asp Gly val Phe Thr Ser Asp Phe Ser Lys Leu Leu Gly Gin 
85 90 95 

Leu Ser Ala Lys Lys Tyr Leu Glu Ser Leu Met Gly Lys Arg Val Ser 
100 105 110 
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Ser Asn lie Ser Glu Asp Pro val Pro val Lys Arg His Ser Asp Ala 
115 120 125 

val Phe Thr Asp Asn Tyr Thr Arg Leu Arg Lys Gin Met Ala Val Lys 
130 135 140 

Lys Tyr Leu Asn Ser lie Leu Asn Gly Lys Arg Ser Ser Glu Gly Glu 
145 150 155 160 

Ser Pro Asp Phe Pro Glu Glu Leu Glu Lys 
165 170 

<210> 18 

<211> 1511 

<212> DNA 

<213> Homo Sapiens 

<400> 18 



ggtcagctcc 


aaaacaatcc 


ggaacggcca 


gctccggggg 


agcacgactg 


ggcgagaggc 


60 


acagaaatgg 


acaccagaaa 


taaggcccag 


ctccttgtgc 


tcctgactct 


tctcagtgtg 


120 


ctcttctcac 


agacttcggc 


atggcctctt 


tacagggcac 


cttctgctct 


caggttgggt 


180 


gacagaatac 


cctttgaggg 


agcaaatgaa 


cctgatcaag 


tttcattaaa 


agaagacatt 


240 


gacatgttgc 


aaaatgcatt 


agctgaaaat 


gacacaccct 


attatgatgt 


atccagaaat 


300 


gccaggcatg 


ctgatggagt 


tttcaccagt 


gacttcagta 


aactcttggg 


tcaactttct 


360 


gccaaaaagt 


accttgagtc 


tcttatggga 


aaacgtgtta 


gcagtaacat 


ctcagaagac 


420 


cctgtaccag 


tcaaacgtca 


ctcagatgca 


gtcttcactg 


acaactatac 


ccgccttaga 


480 


aaacaaatgg 


ctgtaaagaa 


atatttgaac 


tcaattctga 


atggaaagag 


gagcagtgag 


540 


ggagaatctc 


ccgactttcc 


agaagagtta 


gaaaaatgat 


gaaaaagacc 


tttggagcaa 


600 


agctgatgac 


aacttcccag 


tgaattcttg 


aaggaaaatg 


atacgcaaca 


taattaaatt 


660 


ttagattcta 


cataagtaat 


tcaagaaaac 


aacttcaata 


tccaaaccaa 


ataaaaatat 


720 


tgtgttgtga 


atgttgtgat 


gtattctagc 


taatgtaata 


actgtgaagt 


ttacattgta 


780 


aatagtattt 


gagagttcta 


aattttgtct 


ttaactcata 


aaaagcctgc 


aatttcatat 


840 


gctgtatatc 


ctttctaaca 


aaaaaatata 


ttttaatgat 


aagtaatgct 


aggttaatcc 


900 


aattatatga 


gacgtttttg 


gaagagtagt 


aatagagcaa 


aattgatgtg 


tttatttata 


960 


gagtgtactt 


aactattcag 


gagagtagaa 


cagataatca 


gtgtgtctaa 


atttgaatgt 


1020 


taagcagatg 


gaatgctgtg 


ttaaataaac 


ctcaaaatgt 


ctaagatagt 


aacaatgaag 


1080 


ataaaaagac 


attcttccaa 


aaagattttc 


agaaaatatt 


atgtgtttcc 


atattttata 


1140 


ggcaaccttt 


atttttaatg 


gtgttttaaa 


aaatctcaaa 


tttggattgc 


taatcaccaa 


1200 


aggctctctc 


ctgatagtct 


ttcagttaag 


gagaacgacc 
Page 


cctgcttctg 
28 


acactgaaac 


1260 
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ttccctttct gcttgtgtta agtatgtgta aaatgtgaag tgaatgaaac actcagttgt 1320 

tcaataataa atatttttgc cataatgact cagaatattg ctttggtcat atgagcttcc 1380 

ttctgtgaaa tacattttgg agacacaact atttttccaa aataatttta agaaatcaaa 1440 

gagagaaaat aaagaccttg cttatgattg cagataaaaa aaaaaaaaaa aaaaaaaaaa 1500 

aaaaaaaaaa a 1511 

<210> 19 

<211> 438 

<212> PRT 

<213> Homo Sapiens 

<400> 19 

Met Arg Thr Leu Leu Pro Pro Ala Leu Leu Thr Cys Trp Leu Leu Ala 
15 10 15 

Pro val Asn Ser lie His Pro Glu Cys Arg Phe His Leu Glu lie Gin 
20 25 30 

Glu Glu Glu Thr Lys Cys Thr Glu Leu Leu Arg Ser Gin Thr Glu Lys 
35 40 45 

His Lys Ala Cys Ser Gly Val Trp Asp Asn lie Thr Cys Trp Arg Pro 
50 55 60 

Ala Asn Val Gly Glu Thr val Thr val Pro Cys Pro Lys val Phe Ser 
65 * 70 75 80 

Asn Phe Tyr ser Lys Ala Gly Asn lie Ser Lys Asn Cys Thr Ser Asp 
85 90 95 

Gly Trp Ser Glu Thr Phe Pro Asp Phe Val Asp Ala Cys Gly Tyr Ser 
100 105 110 

Asp Pro Glu Asp Glu Ser Lys lie Thr Phe Tyr lie Leu val Lys Ala 
115 120 125 

lie Tyr Thr Leu Gly Tyr ser val ser Leu Met Ser Leu Ala Thr Gly 
130 135 140 

Ser lie lie Leu Cys Leu Phe Arg Lys Leu His Cys Thr Arg Asn Tyr 
145 150 155 ~ 160 

lie His Leu Asn Leu Phe Leu Ser Phe lie Leu Arg Ala lie Ser Val 
165 170 " 175 
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Leu Val Lys Asp Asp Val Leu Tyr Ser Ser Ser Gly Thr Leu His Cys 
180 185 190 

Pro Asp Gin Pro Ser Ser Trp val Gly Cys Lys Leu Ser Leu Val Phe 
195 200 205 

Leu Gin Tyr Cys lie Met Ala Asn Phe Phe Trp Leu Leu val Glu Gly 
210 215 220 

Leu Tyr Leu His Thr Leu Leu val Ala Met Leu Pro Pro Arg Arg Cys 
225 230 235 240 

Phe Leu Ala Tyr Leu Leu lie Gly Trp Gly Leu Pro Thr val Cys lie 
245 250 255 

Gly Ala Trp Thr Ala Ala Arg Leu Tyr Leu Glu Asp Thr Gly Cys Trp 
260 265 270 

Asp Thr Asn Asp His Ser val Pro Trp Trp val lie Arg lie Pro lie 
275 280 285 

Leu lie Ser lie lie val Asn Phe val Leu Phe lie Ser lie lie Arg 
290 295 300 

lie Leu Leu Gin Lys Leu Thr Ser Pro Asp val Gly Gly Asn Asp Gin 
305 310 315 320 

Ser Gin Tyr Lys Arg Leu Ala Lys Ser Thr Leu Leu Leu lie Pro Leu 
325 330 335 

Phe Gly Val His Tyr Met Val Phe Ala Val Phe Pro lie Ser lie Ser 
340 345 350 

Ser Lys Tyr Gin lie Leu Phe Glu Leu Cys Leu Gly Ser Phe Gin Gly 
355 360 365 

Leu Val val Ala val Leu Tyr Cys Phe Leu Asn Ser Glu val Gin cys 
370 375 380 

Glu Leu Lys Arg Lys Trp Arg ser Arg Cys Pro Thr Pro Ser Ala Ser 
385 390 ~ 395 400 

Arg Asp Tyr Arg Val Cys Gly Ser Ser Phe Ser His Asn Gly Ser Glu 
405 410 415 

Gly Ala Leu Gin Phe His Arg Ala Ser Arg Ala Gin Ser Phe Leu Gin 
420 425 430 
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Thr Glu Thr Ser val lie 
435 

<210> 20 

<211> 1640 

<212> DNA 

<213> Homo Sapiens 



<400> 20 



cgggacgagg 


gggcggcccc 


cgcgctcggg 


gcgctcggct 


acagctgcgg 


ggcccgaggt 


bU 


ctccgcgcac 


tcgctcccgg 


cccatgctgg 


aggcggcgga 


acccggggga 


cctaggacgg 


120 


aggcggcggg 


cgctgggcgg 


cccccggcac 


gctgagctcg 


ggatgcggac 


gctgctgcct 


1 OA 

180 


cccgcgctgc 


tgacctgctg 


gctgctcgcc 


cccgtgaaca 


gcattcaccc 


agaatgccga 


240 


tttcatctgg 


aaatacagga 


ggaagaaaca 


aaatgtacag 


agcttctgag 


gtctcaaaca 


300 


gaaaaacaca 


aagcctgcag 


tggcgtctgg 


gacaacatca 


cgtgctggcg 


gcctgccaat 


360 


gtgggagaga 


ccgtcacggt 


gccctgccca 


aaagtcttca 


gcaattttta 


cagcaaagca 


420 


ggaaacataa 


gcaaaaactg 


tacgagtgac 


ggatggtcag 


agacgttccc 


agatttcgtc 


a o n 

480 


gatgcctgtg 


gctacagcga 


cccggaggat 


gagagcaaga 


tcacgtttta 


tattctggtg 


r a s\ 

540 


aaggccattt 


ataccctggg 


ctacagtgtc 


tctctgatgt 


ctcttgcaac 


aggaagcata 


600 


attctgtgcc 


tcttcaggaa 


gctgcactgc 


accaggaatt 


acatccacct 


gaacctgttc 


r r~ r\ 

660 


ctgtccttca 


tcctgagagc 


catctcagtg 


ctggtcaagg 


acgacgttct 


ctactccagc 


t *i r\ 
720 


tctggcacgt 


tgcactgccc 


tgaccagcca 


tcctcctggg 


tgggctgcaa 


gctgagcctg 


780 


gtcttcctgc 


agtactgcat 


catggccaac 


ttcttctggc 


tgctggtgga 


ggggctctac 


840 


ctccacaccc 


tcctggtggc 


catgctcccc 


cctagaaggt 


gcttcctggc 


ctacctcctg 


900 


atcggatggg 


gcctccccac 


cgtctgcatc 


ggtgcatgga 


ctgcggccag 


gctctactta 


960 


gaagacaccg 


gttgctggga 


tacaaacgac 


cacagtgtgc 


cctggtgggt 


catacgaata 


1020 


ccgattttaa 


tttccatcat 


cgtcaatttt 


gtccttttca 


ttagtattat 


acgaattttg 


1080 


ctgcagaagt 


taacatcccc 


agatgtcggc 


ggcaacgacc 


agtctcagta 


caagaggctg 


1140 


gccaagtcca 


cgctcctgct 


tatcccgctg 


ttcggcgtcc 


actacatggt 


gtttgccgtg 


1200 


tttcccatca 


gcatctcctc 


caaataccag 


atactgtttg 


agctgtgcct 


cgggtcgttc 


1260 


cagggcctgg 


tggtggccgt 


cctctactgt 


ttcctgaaca 


gtgaggtgca 


gtgcgagctg 


1320 


aagcgaaaat 


ggcgaagccg 


gtgcccgacc 


ccgtccgcga 


gccgggatta 


cagggtctgc 


1380 


ggttcctcct 


tctcccacaa 


cggctcggag 


ggcgccctgc 


agttccaccg 


cgcgtcccga 


1440 


gcccagtcct 


tcctgcaaac 


ggagacctcg 


gtcatctagc 


cccacccctg 


cctgtcggac 


1500 


gcggcgggag 


gcccacggtt 


cggggcttct 


gcggggctga 


gacgccggct 


tcctccttcc 


1560 
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agatgcccga gcaccgtgtc gggcaggtca gcgcggtcct gactccgtca agctggttgt 1620 

ccactaaacc ccatacctgg 1640 
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SEQUENCE LISTING 

<110> Pfizer inc. 

Pfizer Limited 
Maw, Graham Nigel 
wayman, Christopher Peter 

<120> Compounds for the Treatment of Female Sexual Dysfunction 

<130> PC10343B 

<150> US 09/708,392 

<151> 2000-11-08 

<150> US 60/175,161 

<151> 2000-03-29 

<150> GB 9926437.6 

<151> 1999-11-08 

<150> GB 0004021.2 

<151> 2000-02-18 

<150> GB 0013001.3 

<151> 2000-05-26 

<150> GB 0016563.9 

<151> 2000-07-05 

<150> GB 0017141.3 

<151> 2000-07-12 

<150> US 60/192,962 

<151> 2000-03-29 

<150> US 60/217,479 

<151> 2000-07-11 

<150> US 60/221,014 

<151> 2000-07-27 

<150> US 60/221,093 

<151> 2000-07-27 

<160> 20 

<170> Patentln version 3.2 

<210> 1 

<211> 743 

<212> PRT 

<213> Homo Sapiens 

<400> 1 

Met Asp lie Thr Asp lie Asn Thr Pro Lys Pro Lys Lys Lys Gin Arg 
1 5 10 15 



Trp Thr Pro Leu Glu lie Ser Leu ser val Leu val Leu Leu Leu Thr 
20 25 30 
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PC10343B Sequence Listing 
lie lie Ala val Thr Met lie Ala Leu Tyr Ala Thr Tyr Asp Asp Gly 
35 40 45 

lie Cys Lys Ser Ser Asp Cys lie Lys Ser Ala Ala Arg Leu lie Gin 
50 55 60 

Asn Met Asp Ala Thr Thr Glu Pro Cys Thr Asp Phe Phe Lys Tyr Ala 
65 70 75 80 

Cys Gly Gly Trp Leu Lys Arg Asn val lie Pro Glu Thr Ser Ser Arg 
85 90 95 

Tyr Gly Asn Phe Asp lie Leu Arg Asp Glu Leu Glu val val Leu Lys 
100 105 110 

Asp Val Leu Gin Glu Pro Lys Thr Glu Asp lie val Ala val Gin Lys 
115 120 125 

Ala Lys Ala Leu Tyr Arg ser Cys He Asn Glu Ser Ala lie Asp Ser 
130 135 140 

Arg Gly Gly Glu Pro Leu Leu Lys Leu Leu Pro Asp lie Tyr Gly Trp 
145 150 155 160 

Pro val Ala Thr Glu Asn Trp Glu Gin Lys Tyr Gly Ala Ser Trp Thr 
165 170 * 175 

Ala Glu Lys Ala lie Ala Gin Leu Asn Ser Lys Tyr Gly Lys Lys Val 
180 185 190 

Leu lie Asn Leu Phe val Gly Thr Asp Asp Lys Asn ser val Asn His 
195 200 205 

Val lie His lie Asp Gin Pro Arg Leu Gly Leu Pro Ser Arg Asp Tyr 
210 215 220 

Tyr Glu Cys Thr Gly lie Tyr Lys Glu Ala Cys Thr Ala Tyr val Asp 
225 230 235 240 

Phe Met lie Ser val Ala Arg Leu lie Arg Gin Glu Glu Arg Leu Pro 
245 250 255 

lie Asp Glu Asn Gin Leu Ala Leu Glu Met Asn Lys val Met Glu Leu 
260 265 270 

Glu Lys Glu lie Ala Asn Ala Thr Ala Lys Pro Glu Asp Arg Asn Asp 
275 280 285 
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PC10343B sequence Listing 

Pro Met Leu Leu Tyr Asn Lys Met Thr Leu Ala Gin lie Gin Asn Asn 
290 295 300 

Phe Ser Leu Glu lie Asn Gly Lys Pro Phe Ser Trp Leu Asn Phe Thr 
305 310 315 320 

Asn Glu lie Met Ser Thr val Asn lie Ser lie Thr Asn Glu Glu Asp 
325 330 335 

val val val Tyr Ala Pro Glu Tyr Leu Thr Lys Leu Lys Pro lie Leu 
340 345 350 

Thr Lys Tyr Ser Ala Arg Asp Leu Gin Asn Leu Met Ser Trp Arg Phe 
355 ~ 360 365 

lie Met Asp Leu val ser Ser Leu Ser Arg Thr Tyr Lys Glu Ser Arg 
370 375 ~ 380 

Asn Ala Phe Arg Lys Ala Leu Tyr Gly Thr Thr Ser Glu Thr Ala Thr 
385 390 395 400 

Trp Arg Arg Cys Ala Asn Tyr val Asn Gly Asn Met Glu Asn Ala val 
405 410 415 

Gly Arg Leu Tyr val Glu Ala Ala Phe Ala Gly Glu Ser Lys His Val 
420 425 430 

val Glu Asp Leu lie Ala Gin lie Arg Glu Val Phe lie Gin Thr Leu 
435 440 445 

Asp Asp Leu Thr Trp Met Asp Ala Glu Thr Lys Lys Arg Ala Glu Glu 
450 455 460 

Lys Ala Leu Ala lie Lys Glu Arg lie Gly Tyr Pro Asp Asp lie val 
465 470 ~ 475 480 

Ser Asn Asp Asn Lys Leu Asn Asn Glu Tyr Leu Glu Leu Asn Tyr Lys 
485 490 495 

Glu Asp Glu Tyr Phe Glu Asn lie lie Gin Asn Leu Lys Phe Ser Gin 
500 505 510 

Ser Lys Gin Leu Lys Lys Leu Arg Glu Lys Val Asp Lys Asp Glu Trp 
515 520 525 

lie ser Gly Ala Ala val Val Asn Ala Phe Tyr Ser Ser Gly Arg Asn 
530 535 540 
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Gin lie val Phe Pro Ala Gly lie Leu Gin Pro Pro Phe Phe Ser Ala 
545 550 555 560 

Gin Gin Ser Asn Ser Leu Asn Tyr Gly Gly lie Gly Met Val lie Gly 
565 570 575 

His Glu lie Thr His Gly Phe Asp Asp Asn Gly Arg Asn Phe Asn Lys 
580 585 590 

Asp Gly Asp Leu val Asp Trp Trp Thr Gin Gin Ser Ala Ser Asn Phe 
595 600 605 

Lys Glu Gin Ser Gin Cys Met Val Tyr Gin Tyr Gly Asn Phe Ser Trp 
610 615 620 

Asp Leu Ala Gly Gly Gin His Leu Asn Gly lie Asn Thr Leu Gly Glu 
625 630 635 640 

Asn lie Ala Asp Asn Gly Gly Leu Gly Gin Ala Tyr Arg Ala Tyr Gin 
645 650 655 

Asn Tyr lie Lys Lys Asn Gly Glu Glu Lys Leu Leu Pro Gly Leu Asp 
660 665 670 

Leu Asn His Lys Gin Leu Phe Phe Leu Asn Phe Ala Gin val Trp Cys 
675 680 685 

Gly Thr Tyr Arg Pro Glu Tyr Ala Val Asn ser lie Lys Thr Asp Val 
690 695 700 

His ser Pro Gly Asn Phe Arg lie lie Gly Thr Leu Gin Asn Ser Ala 
705 710 ~ 715 720 

Glu Phe Ser Glu Ala Phe His Cys Arg Lys Asn Ser Tyr Met Asn Pro 
725 730 735 

Glu Lys Lys Cys Arg val Trp 
740 

<210> 2 

<211> 3181 

<212> DNA 

<213> Homo Sapiens 

<400> 2 

gcaagtcaga aagtcagatg gatataactg atatcaacac tccaaagcca aagaagaaac 

agcgatggac tccactggag atcagcctct cggtccttgt cctgctcctc accatcatag 
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ctgtgacaat 


gatcgcactc 


tatgcaacct 


acgatgatgg 


tatttgcaag 


tcatcagact 


180 


gcataaaatc 


agctgctcga 


ctgatccaaa 


acatggatgc 


caccactgag 


ccttgtacag 


240 


actttttcaa 


atatgcttgc 


ggaggctggt 


tgaaacgtaa 


tgtcattccc 


gagaccagct 


300 


cccgttacgg 


caactttgac 


attttaagag 


atgaactaga 


agtcgttttg 


aaagatgtcc 


360 


ttcaagaacc 


caaaactgaa 


gatatagtag 


cagtgcagaa 


agcaaaagca 


ttgtacaggt 


420 


cttgtataaa 


tgaatctgct 


attgatagca 


gaggtggaga 


acctctactc 


aaactgttac 


480 


cagacatata 


tgggtggcca 


gtagcaacag 


aaaactggga 


gcaaaaatat 


ggtgcttctt 


540 


ggacagctga 


aaaagctatt 


gcacaactga 


attctaaata 


tgggaaaaaa 


gtccttatta 


600 


atttgtttgt 


tggcactgat 


gataagaatt 


ctgtgaatca 


tgtaattcat 


attgaccaac 


660 


ctcgacttgg 


cctcccttct 


agagattact 


atgaatgcac 


tggaatctat 


aaagaggctt 


720 


gtacagcata 


tgtggatttt 


atgatttctg 


tggccagatt 


gattcgtcag 


gaagaaagat 


780 


tgcccatcga 


tgaaaaccag 


cttgctttgg 


aaatgaataa 


agttatggaa 


ttggaaaaag 


840 


aaattgccaa 


tgctacggct 


aaacctgaag 


atcgaaatga 


tccaatgctt 


ctgtataaca 


900 


agatgacatt 


ggcccagatc 


caaaataact 


tttcactaga 


gatcaatggg 


aagccattca 


960 


gctggttgaa 


tttcacaaat 


gaaatcatgt 


caactgtgaa 


tattagtatt 


acaaatgagg 


1020 


aagatgtggt 


tgtttatgct 


ccagaatatt 


taaccaaact 


taagcccatt 


cttaccaaat 


1080 


attctgccag 


agatcttcaa 


aatttaatgt 


cctggagatt 


cataatggat 


cttgtaagca 


1140 


gcctcagccg 


aacctacaag 


gagtccagaa 


atgctttccg 


caaggccctt 


tatggtacaa 


1200 


cctcagaaac 


agcaacttgg 


agacgttgtg 


caaactatgt 


caatgggaat 


atggaaaatg 


1260 


ctgtggggag 


gctttatgtg 


gaagcagcat 


ttgctggaga 


gagtaaacat 


gtggtcgagg 


1320 


atttgattgc 


acagatccga 


gaagttttta 


ttcagacttt 


agatgacctc 


acttggatgg 


1380 


atgccgagac 


aaaaaagaga 


gctgaagaaa 


aggccttagc 


aattaaagaa 


aggatcggct 


1440 


atcctgatga 


cattgtttca 


aatgataaca 


aactgaataa 


tgagtacctc 


gagttgaact 


1500 


acaaagaaga 


tgaatacttc 


gagaacataa 


ttcaaaattt 


gaaattcagc 


caaagtaaac 


1560 


aactgaagaa 


gctccgagaa 


aaggtggaca 


aagatgagtg 


gataagtgga 


gcagctgtag 


1620 


tcaatgcatt 


ttactcttca 


ggaagaaatc 


agatagtctt 


cccagccggc 


attctgcagc 


1680 


cccccttctt 


tagtgcccag 


cagtccaact 


cattgaacta 


tgggggcatc 


ggcatggtca 


1740 


taggacacga 


aatcacccat 


ggcttcgatg 


acaatggcag 


aaactttaac 


aaagatggag 


1800 


acctcgttga 


ctggtggact 


caacagtctg 


caagtaactt 


taaggagcaa 


tcccagtgca 


1860 


tggtgtatca 


gtatggaaac 


ttttcctggg 


acctggcagg 


tggacagcac 


cttaatggaa 


1920 


ttaatacact 


gggagaaaac 


attgctgata 


atggaggtct 
Page 


tggtcaagca 
5 


tacagagcct 


1980 



atcagaatta 


tattaaaaag 


PC10343B Sequence Listing 
aatggcgaag aaaaattact tcctggactt 


gacctaaatc 


2040 


acaaacaact 


atttttcttg 


aactttgcac 


aggtgtggtg 


tggaacctat 


aggccagagt 


2100 


atgcggttaa 


ctccattaaa 


acagatgtgc 


acagtccagg 


caatttcagg 


attattggga 


2160 


ctttgcagaa 


ctctgcagag 


ttttcagaag 


cctttcactg 


ccgcaagaat 


tcatacatga 


2220 


atccagaaaa 


gaagtgccgg 


gtttggtgat 


cttcaaaaga 


agcattgcag 


cccttggcta 


2280 


gacttgccaa 


caccacagaa 


atggggaatt 


ctctaatcga 


aagaaaatgg 


gccctagggg 


2340 


tcactgtact 


gacttgaggg 


tgattaacag 


agagggcacc 


atcacaatac 


agataacatt 


2400 


aggttgtcct 


agaaagggtg 


tggagggagg 


aagggggtct 


aaggtctatc 


aagtcaatca 


2460 


tttctcactg 


tgtacataat 


gcttaatttc 


taaagataat 


attactgttt 


atttctgttt 


2520 


ctcatatggt 


ctaccagttt 


gctgatgtcc 


ctagaaaaca 


atgcaaaacc 


tttgaggtag 


2580 


accaggattt 


ctaatcaaaa 


gggaaaagaa 


gatgttgaag 


aatacagtta 


ggcaccagaa 


2640 


gaacagtagg 


tgacactata 


gtttaaaaca 


cattgcctaa 


ctactagttt 


ttacttttat 


2700 


ttgcaacatt 


tacagtcctt 


caaaatcctt 


ccaaagaatt 


cttatacaca 


ttggggcctt 


2760 


ggagcttaca 


tagttttaaa 


ctcatttttg 


ccatacatca 


gttattcatt 


ctgtgatcat 


2820 


ttattttaag 


cactcttaaa 


gcaaaaaatg 


aatgtctaaa 


attgtttttt 


gttgtacctg 


2880 


ctttgactga 


tgctgagatt 




c c 1" a c a a 1" 1" 1" 


Lv. \- a a y \_ a a i_ 


ttcttgctct 


2940 


atctctcaaa 


acttggtatt 


tttcagagat 


ttatataaat 


gtaaaaataa 


taatttttat 


3000 


atttaattat 


taactacatt 


tatgagtaac 


tattattata 


ggtaatcaat 


gaatattgaa 


3060 


gtttcagctt 


aaaataaaca 


gttgtgaacc 


aagatctata 


aagcgatata 


cagatgaaaa 


3120 


tttgagacta 


tttaaactta 


taaatcatat 


tgatgaaaag 


atttaagcac 


aaactttagg 


3180 



g 3i8i 

<210> 3 

<211> 535 

<212> PRT 

<213> Homo Sapiens 

<400> 3 

Met Gly Ser Ser Ala Thr Glu lie Glu Glu Leu Glu Asn Thr Thr Phe 
15 10 15 

Lys Tyr Leu Thr Gly Glu Gin Thr Glu Lys Met Trp Gin Arg Leu Lys 
20 25 30 

Gly lie Leu Arg Cys Leu Val Lys Gin Leu Glu Arg Gly Asp val Asn 
35 40 45 

val Val Asp Leu Lys Lys Asn lie Glu Tyr Ala Ala Ser val Leu Glu 
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PC10343B Sequence Listing 
60 



Ala Val Tyr lie Asp Glu Thr Arg Arg Leu Leu Asp Thr Glu Asp Glu 
65 70 " 75 80 



Leu Ser Asp lie Gin Thr Asp Ser val Pro Ser Glu val Arg Asp Trp 
85 90 95 



Leu Ala Ser Thr Phe Thr Arg Lys Met Gly Met Thr Lys Lys Lys Pro 
100 105 110 



Glu Glu Lys Pro Lys Phe Arg Ser lie val His Ala val Gin Ala Gly 
115 120 125 



lie Phe val Glu Arg Met Tyr Arg Lys Thr Tyr His Met val Gly Leu 
130 135 140 



Ala Tyr Pro Ala Ala Val lie val Thr Leu Lys Asp val Asp Lys Trp 
145 150 155 160 



Ser Phe Asp val Phe Ala Leu Asn Glu Ala Ser Gly Glu His Ser Leu 
165 170 175 



Lys Phe Met lie Tyr Glu Leu Phe Thr Arg Tyr Asp Leu lie Asn Arg 
180 185 190 



Phe Lys lie Pro val Ser cys Leu lie Thr Phe Ala Glu Ala Leu Glu 
195 200 205 



Val Gly Tyr Ser Lys Tyr Lys Asn Pro Tyr His Asn Leu lie His Ala 
210 215 220 



Ala Asp val Thr Gin Thr val His Tyr lie Met Leu His Thr Gly lie 
225 230 235 240 



Met His Trp Leu Thr Glu Leu Glu lie Leu Ala Met Val Phe Ala Ala 
245 250 255 



Ala lie His Asp Tyr Glu His Thr Gly Thr Thr Asn Asn Phe His lie 
260 265 270 



Gin Thr Arg ser Asp val Ala lie Leu Tyr Asn Asp Arg ser val Leu 
275 280 285 



Glu Asn His His Val Ser Ala Ala Tyr Arg Leu Met Gin Glu Glu Glu 



290 



295 



300 
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Met Asn lie Leu lie Asn Leu ser Lys Asp Asp Trp Arg Asp Leu Arg 
305 310 315 320 

Asn Leu val lie Glu Met Val Leu ser Thr Asp Met Ser Gly His Phe 
325 330 335 

Gin Gin lie Lys Asn lie Arg Asn Ser Leu Gin Gin Pro Glu Gly lie 
340 345 350 

Asp Arg Ala Lys Thr Met Ser Leu lie Leu His Ala Ala Asp lie ser 
355 360 365 

His Pro Ala Lys Ser Trp Lys Leu His Tyr Arg Trp Thr Met Ala Leu 
370 375 380 

Met Glu Glu Phe Phe Leu Gin Gly Asp Lys Glu Ala Glu Leu Gly Leu 
385 390 395 400 

Pro Phe Ser Pro Leu Cys Asp Arg Lys Ser Thr Met val Ala Gin Ser 
405 410 415 

Gin lie Gly Phe lie Asp Phe lie val Glu Pro Thr Phe Ser Leu Leu 
420 425 430 

Thr Asp Ser Thr Glu Lys lie Val lie Pro Leu lie Glu Glu Ala Ser 
435 440 445 

Lys Ala Glu Thr Ser Ser Tyr val Ala Ser Ser ser Thr Thr lie Val 
450 455 460 

Gly Leu His lie Ala Asp Ala Leu Arg Arg Ser Asn Thr Lys Gly Ser 
465 470 475 480 

Met Ser Asp Gly Ser Tyr Ser Pro Asp Tyr ser Leu Ala Ala val Asp 
485 490 495 

Leu Lys Ser Phe Lys Asn Asn Leu val Asp lie lie Gin Gin Asn Lys 
500 505 510 

Glu Arg Trp Lys Glu Leu Ala Ala Gin Glu Ala Arg Thr Ser Ser Gin 
515 520 525 

Lys Cys Glu Phe lie His Gin 
530 535 

<210> 4 
<211> 2008 
<212> DNA 
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<213> Homo Sapiens 
<400> 4 



gaattctgat 


gtgcttcagt gcacagaaca 


gtaacagatg 


agctgctttt 


ggggagagct 


60 


tgagtactca gtcggagcat catcatgggg 


tctagtgcca 


cagagattga 


agaattggaa 


120 


aacaccactt 


ttaagtatct tacaggagaa 


cagactgaaa 


aaatgtggca 


gcgcctgaaa 


180 


ggaatactaa gatgcttggt gaagcagctg 


gaaagaggtg 


atgttaacgt 


cgtcgactta 


240 


aagaagaata ttgaatatgc ggcatctgtg 


ctggaagcag 


tttatatcga 


tgaaacaaga 


300 


agacttctgg 


atactgaaga tgagctcagt 


gacattcaga 


ctgactcagt 


cccatctgaa 


360 


gtccgggact 


ggttggcttc tacctttaca 


cggaaaatgg 


ggatgacaaa 


aaagaaacct 


420 


gaggaaaaac 


caaaatttcg gagcattgtg 


catgctgttc 


aagctggaat 


ttttgtggaa 


480 


agaatgtacc 


gaaaaacata tcatatggtt 


ggtttggcat 


atccagcagc 


tgtcatcgta 


540 


acattaaagg 


atgttgataa atggtctttc 


gatgtatttg 


ccctaaatga 


agcaagtgga 


600 


gagcatagtc 


tgaagtttat gatttatgaa 


ctgtttacca 


gatatgatct 


tatcaaccgt 


660 


ttcaagattc 


ctgtttcttg cctaatcacc 


tttgcagaag 


ctttagaagt 


tggttacagc 


720 


aagtacaaaa 


atccatatca caatttgatt 


catgcagctg 


atgtcactca 


aactgtgcat 


780 


tacataatgc 


ttcatacagg tatcatgcac 


tggctcactg 


aactggaaat 


tttagcaatg 


840 


gtctttgctg 


ctgccattca tgattatgag 


catacaggga 


caacaaacaa 


ctttcacatt 


900 


cagacaaggt 


cagatgttgc cattttgtat 


aatgatcgct 


ctgtccttga 


gaatcaccac 


960 


gtgagtgcag 


cttatcgact tatgcaagaa 


gaagaaatga 


atatcttgat 


aaatttatcc 


1020 


aaagatgact 


ggagggatct tcggaaccta 


gtgattgaaa 


tggttttatc 


tacagacatg 


1080 


tcaggtcact 


tccagcaaat taaaaatata 


agaaacagtt 


tgcagcagcc 


tgaagggatt 


1140 


gacagagcca aaaccatgtc cctgattctc 


cacgcagcag 


acatcagcca 


cccagccaaa 


1200 


tcctggaagc 


tgcattatcg gtggaccatg 


gccctaatgg 


aggagttttt 


cctgcaggga 


1260 


gataaagaag 


ctgaattagg gcttccattt 


tccccacttt 


gtgatcggaa 


gtcaaccatg 


1320 


gtggcccagt 


cacaaatagg tttcatcgat 


ttcatagtag 


agccaacatt 


ttctcttctg 


1380 


acagactcaa 


cagagaaaat tgttattcct 


cttatagagg 


aagcctcaaa 


agccgaaact 


1440 


tcttcctatg tggcaagcag ctcaaccacc attgtggggt 


tacacattgc 


tgatgcacta 


1500 


agacgatcaa atacaaaagg ctccatgagt 


gatgggtcct 


attccccaga 


ctactccctt 


1560 


gcagcagtgg 


acctgaagag tttcaagaac 


aacctggtgg 


acatcattca 


gcagaacaaa 


1620 


gagaggtgga aagagttagc tgcacaagaa 


gcaagaacca 


gttcacagaa 


gtgtgagttt 


1680 


attcatcagt 


aaacaccttt aagtaaaacc 


tcgtgcatgg 


tggcagctct 


aatttgacca 


1740 


aaagacttgg 


agattttgat tatgcttgct 


ggaaatctac 


cctgtcctgt 


gtgagacagg 


1800 
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aaatctattt ttgcagattg ctcaataagc atcatgagcc acataaataa cagctgtaaa 1860 

ctccttaatt caccgggctc aactgctacc gaacagattc atctagtggc tacatcagca 1920 

ccttgtgctt tcagatatct gtttcaatgg cattttgtgg catttgtctt taccgagtgc 1980 

caataaattt tctttgagca aaaaaaaa 2008 

<210> 5 

<211> 941 

<212> PRT 

<213> Homo Sapiens 

<400> 5 

Met Gly Gin Ala Cys Gly His Ser lie Leu Cys Arg Ser Gin Gin Tyr 
1 5 10 15 

Pro Ala Ala Arg Pro Ala Glu Pro Arg Gly Gin Gin val Phe Leu Lys 
20 25 30 

Pro Asp Glu Pro Pro Pro Pro Pro Gin Pro Cys Ala Asp Ser Leu Gin 
35 40 45 

Asp Ala Leu Leu Ser Leu Gly Ser val lie Asp lie ser Gly Leu Gin 
50 55 60 

Arg Ala val Lys Glu Ala Leu Ser Ala val Leu Pro Arg Val Glu Thr 
65 70 75 ~ 80 

val Tyr Thr Tyr Leu Leu Asp Gly Glu Ser Gin Leu val Cys Glu Asp 
85 90 95 

Pro Pro His Glu Leu Pro Gin Glu Gly Lys val Arg Glu Ala lie lie 
100 105 " 110 

Ser Gin Lys Arg Leu Gly Cys Asn Gly Leu Gly Phe Ser Asp Leu Pro 
115 120 125 

Gly Lys Pro Leu Ala Arg Leu Val Ala Pro Leu Ala Pro Asp Thr Gin 
130 135 140 

Val Leu val Met Pro Leu Ala Asp Lys Glu Ala Gly Ala val Ala Ala 
145 150 155 160 

val lie Leu Val His Cys Gly Gin Leu Ser Asp Asn Glu Glu Trp ser 
165 170 175 

Leu Gin Ala val Glu Lys His Thr Leu Val Ala Leu Arg Arg val Gin 
180 185 190 
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val Leu Gin Gin Arg Gly Pro Arg Glu Ala Pro Arg Ala val Gin Asn 
195 200 205 

Pro Pro Glu Gly Thr Ala Glu Asp Gin Lys Gly Gly Ala Ala Tyr Thr 
210 215 220 

Asp Arg Asp Arg Lys lie Leu Gin Leu Cys Gly Glu Leu Tyr Asp Leu 
225 230 235 240 

Asp Ala Ser Ser Leu Gin Leu Lys val Leu Gin Tyr Leu Gin Gin Glu 
245 250 255 

Thr Arg Ala ser Arg Cys Cys Leu Leu Leu val Ser Glu Asp Asn Leu 
260 265 270 

Gin Leu ser Cys Lys val lie Gly Asp Lys val Leu Gly Glu Glu Val 
275 280 285 

Ser Phe Pro Leu Thr Gly Cys Leu Gly Gin val val Glu Asp Lys Lys 
290 295 300 

Ser lie Gin Leu Lys Asp Leu Thr Ser Glu Asp val Gin Gin Leu Gin 
305 310 315 320 

ser Met Leu Gly Cys Glu Leu Gin Ala Met Leu Cys val Pro val lie 
325 330 335 

Ser Arg Ala Thr Asp Gin val val Ala Leu Ala Cys Ala Phe Asn Lys 
340 345 350 

Leu Glu Gly Asp Leu Phe Thr Asp Glu Asp Glu His val lie Gin His 
355 360 365 

Cys Phe His Tyr Thr Ser Thr val Leu Thr Ser Thr Leu Ala Phe Gin 
370 375 380 

Lys Glu Gin Lys Leu Lys Cys Glu Cys Gin Ala Leu Leu Gin Val Ala 
385 390 395 400 

Lys Asn Leu Phe Thr His Leu Asp Asp val Ser Val Leu Leu Gin Glu 
405 410 415 

lie lie Thr Glu Ala Arg Asn Leu Ser Asn Ala Glu lie Cys Ser Val 
420 ~ 425 430 

Phe Leu Leu Asp Gin Asn Glu Leu val Ala Lys val Phe Asp Gly Gly 
435 440 445 
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val val Asp Asp Glu Ser Tyr Glu He Arg lie Pro Ala Asp Gin Gly 
450 455 460 

lie Ala Gly His Val Ala Thr Thr Gly Gin lie Leu Asn lie Pro Asp 
465 470 475 480 

Ala Tyr Ala His Pro Leu Phe Tyr Arg Gly val Asp Asp Ser Thr Gly 
485 490 495 

Phe Arg Thr Arg Asn lie Leu Cys Phe Pro lie Lys Asn Glu Asn Gin 
500 505 510 

Glu val lie Gly Val Ala Glu Leu Val Asn Lys lie Asn Gly Pro Trp 
515 520 525 

Phe Ser Lys Phe Asp Glu Asp Leu Ala Thr Ala Phe Ser lie Tyr Cys 
530 535 540 

Gly lie Ser lie Ala His Ser Leu Leu Tyr Lys Lys val Asn Glu Ala 
545 550 555 560 

Gin Tyr Arg Ser His Leu Ala Asn Glu Met Met Met Tyr His Met Lys 
565 570 575 

Val Ser Asp Asp Glu Tyr Thr Lys Leu Leu His Asp Gly lie Gin Pro 
580 585 590 

val Ala Ala lie Asp Ser Asn Phe Ala Ser Phe Thr Tyr Thr Pro Arg 
595 600 605 

Ser Leu Pro Glu Asp Asp Thr Ser Met Ala lie Leu Ser Met Leu Gin 
610 615 620 

Asp Met Asn Phe lie Asn Asn Tyr Lys lie Asp Cys Pro Thr Leu Ala 
625 630 635 640 

Arg Phe Cys Leu Met val Lys Lys Gly Tyr Arg Asp Pro Pro Tyr His 
645 650 " 655 

Asn Trp Met His Ala Phe Ser val Ser His Phe Cys Tyr Leu Leu Tyr 
660 665 670 

Lys Asn Leu Glu Leu Thr Asn Tyr Leu Glu Asp lie Glu lie Phe Ala 
675 680 685 

Leu Phe lie Ser Cys Met Cys His Asp Leu Asp His Arg Gly Thr Asn 
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690 695 700 

Asn ser Phe Gin Val Ala Ser Lys Ser val Leu Ala Ala Leu Tyr Ser 
705 710 715 720 

Ser Glu Gly Ser val Met Glu Arg His His Phe Ala Gin Ala lie Ala 
725 730 735 

lie Leu Asn Thr His Gly Cys Asn lie Phe Asp His Phe Ser Arg Lys 
740 745 750 

Asp Tyr Gin Arg Met Leu Asp Leu Met Arg Asp lie lie Leu Ala Thr 
755 ~ 760 " 765 

Asp Leu Ala His His Leu Arg lie Phe Lys Asp Leu Gin Lys Met Ala 
770 775 780 

Glu val Gly Tyr Asp Arg Asn Asn Lys Gin His His Arg Leu Leu Leu 
785 790 795 800 

Cys Leu Leu Met Thr Ser Cys Asp Leu Ser Asp Gin Thr Lys Gly Trp 
805 810 815 

Lys Thr Thr Arg Lys lie Ala Glu Leu lie Tyr Lys Glu Phe Phe Ser 
820 825 830 

Gin Gly Asp Leu Glu Lys Ala Met Gly Asn Arg Pro Met Glu Met Met 
835 840 " 845 

Asp Arg Glu Lys Ala Tyr lie Pro Glu Leu Gin lie Ser Phe Met Glu 
850 855 860 

His lie Ala Met Pro lie Tyr Lys Leu Leu Gin Asp Leu Phe Pro Lys 
865 870 875 880 

Ala Ala Glu Leu Tyr Glu Arg val Ala Ser Asn Arg Glu His Trp Thr 
885 890 895 

Lys Val Ser His Lys Phe Thr lie Arg Gly Leu Pro Ser Asn Asn Ser 
900 905 910 

Leu Asp Phe Leu Asp Glu Glu Tyr Glu Val Pro Asp Leu Asp Gly Thr 
915 920 925 

Arg Ala Pro lie Asn Gly Cys Cys Ser Leu Asp Ala Glu 
930 935 940 
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<210> 6 

<211> 4240 

<212> DNA 

<213> Homo Sapiens 

<400> 6 

cagcagagct ggattggggt gttgagtcca ggctgagtag ggggcagccc actgctcttg 60 

gtccctgtgc ctgctggggg tgccctgccc tgaactccag gcagcgggga cagggcgagg 120 

tgccacctta gtctggctgg ggaggcggac gatgaggagt gatggggcag gcatgcggcc 180 

actccatcct ctgcaggagc cagcagtacc cggcagcgcg accggctgag ccgcggggcc 240 

agcaggtctt cctcaagccg gacgagccgc cgccgccgcc gcagccatgc gccgacagcc 300 

tgcaggacgc cttgctgagt ctgggctctg tcatcgacat ttcaggcctg caacgtgctg 360 

tcaaggaggc cctgtcagct gtgctccccc gagtggaaac tgtctacacc tacctactgg 420 

atggtgagtc ccagctggtg tgtgaggacc ccccacatga gctgccccag gaggggaaag 480 

tccgggaggc tatcatctcc cagaagcggc tgggctgcaa tgggctgggc ttctcagacc 540 

tgccagggaa gcccttggcc aggctggtgg ctccactggc tcctgatacc caagtgctgg 600 

tcatgccgct agcggacaag gaggctgggg ccgtggcagc tgtcatcttg gtgcactgtg 660 

gccagctgag tgataatgag gaatggagcc tgcaggcggt ggagaagcat accctggtcg 720 

ccctgcggag ggtgcaggtc ctgcagcagc gcgggcccag ggaggctccc cgagccgtcc 780 

agaacccccc ggaggggacg gcggaagacc agaagggcgg ggcggcgtac accgaccgcg 840 

accgcaagat cctccaactg tgcggggaac tctacgacct ggatgcctct tccctgcagc 900 

tcaaagtgct ccaatacctg cagcaggaga cccgggcatc ccgctgctgc ctcctgctgg 960 

tgtcggagga caatctccag ctttcttgca aggtcatcgg agacaaagtg ctcggggaag 1020 

aggtcagctt tcccttgaca ggatgcctgg gccaggtggt ggaagacaag aagtccatcc 1080 

agctgaagga cctcacctcc gaggatgtac aacagctgca gagcatgttg ggctgtgagc 1140 

tgcaggccat gctctgtgtc cctgtcatca gccgggccac tgaccaggtg gtggccttgg 1200 

cctgcgcctt caacaagcta gaaggagact tgttcaccga cgaggacgag catgtgatcc 1260 

agcactgctt ccactacacc agcaccgtgc tcaccagcac cctggccttc cagaaggaac 1320 

agaaactcaa gtgtgagtgc caggctcttc tccaagtggc aaagaacctc ttcacccacc 1380 

tggatgacgt ctctgtcctg ctccaggaga tcatcacgga ggccagaaac ctcagcaacg 1440 

cagagatctg ctctgtgttc ctgctggatc agaatgagct ggtggccaag gtgttcgacg 1500 

ggggcgtggt ggatgatgag agctatgaga tccgcatccc ggccgatcag ggcatcgcgg 1560 

gacacgtggc gaccacgggc cagatcctga acatccctga cgcatatgcc catccgcttt 1620 

tctaccgcgg cgtggacgac agcaccggct tccgcacgcg caacatcctc tgcttcccca 1680 

tcaagaacga gaaccaggag gtcatcggtg tggccgagct ggtgaacaag atcaatgggc 1740 
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catggttcag caagttcgac gaggacctgg cgacggcctt ctccatctac tgcggcatca 1800 

gcatcgccca ttctctccta tacaaaaaag tgaatgaggc tcagtatcgc agccacctgg 1860 

ccaatgagat gatgatgtac cacatgaagg tctccgacga tgagtatacc aaacttctcc 1920 

atgatgggat ccagcctgtg gctgccattg actccaattt tgcaagtttc acctataccc 1980 

ctcgttccct gcccgaggat gacacgtcca tggccatcct gagcatgctg caggacatga 2040 

atttcatcaa caactacaaa attgactgcc cgaccctggc ccggttctgt ttgatggtga 2100 

agaagggcta ccgggatccc ccctaccaca actggatgca cgccttttct gtctcccact 2160 

tctgctacct gctctacaag aacctggagc tcaccaacta cctcgaggac atcgagatct 2220 

ttgccttgtt tatttcctgc atgtgtcatg acctggacca cagaggcaca aacaactctt 2280 

tccaggtggc ctcgaaatct gtgctggctg cgctctacag ctctgagggc tccgtcatgg 2340 

agaggcacca ctttgctcag gccatcgcca tcctcaacac ccacggctgc aacatctttg 2400 

atcatttctc ccggaaggac tatcagcgca tgctggatct gatgcgggac atcatcttgg 2460 

ccacagacct ggcccaccat ctccgcatct tcaaggacct ccagaagatg gctgaggtgg 2520 

gctacgaccg aaacaacaag cagcaccaca gacttctcct ctgcctcctc atgacctcct 2580 

gtgacctctc tgaccagacc aagggctgga agactacgag aaagatcgcg gagctgatct 2640 

acaaagaatt cttctcccag ggagacctgg agaaggccat gggcaacagg ccgatggaga 2700 

tgatggaccg ggagaaggcc tatatccctg agctgcaaat cagcttcatg gagcacattg 2760 

caatgcccat ctacaagctg ttgcaggacc tgttccccaa agcggcagag ctgtacgagc 2820 

gcgtggcctc caaccgtgag cactggacca aggtgtccca caagttcacc atccgcggcc 2880 

tcccaagtaa caactcgctg gacttcctgg atgaggagta cgaggtgcct gatctggatg 2940 

gcactagggc ccccatcaat ggctgctgca gccttgatgc tgagtgatcc cctccaggac 3000 

acttccctgc ccaggccacc tcccacagcc ctccactggt ctggccagat gcactgggaa 3060 

cagagccacg ggtcctgggt cctagaccag gacttcctgt gtgaccctgg acaagtacta 3120 

ccttcctggg cctcagcttt ctcgtctgta taatggaagc aagacttcca acctcacgga 3180 

gactttgtaa tttgcttctc tgagagcaca ggggtgacca atgagcagtg ggccctactc 3240 

tgcacctctg accacacctt ggcaagtctt tcccaagcca ttctttgtct gagcagcttg 3300 

atggtttctc cttgccccat ttctgcccca ccagatcttt gctcctttcc ctttgaggac 3360 

tcccaccctt tgggtctcca ggatcctcat ggaaggggaa ggtgagacat ctgagtgagc 3420 

agagtgtggc atcttggaaa cagtccttag ttctgtggga ggactagaaa cagccgcggc 3480 

gaaggccccc tgaggaccac tactatactg atggtgggat tgggacctgg gggatacagg 3540 

ggccccagga agaagctggc cagaggggca gctcagtgct ctgcagagag gggccctggg 3600 
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gagaagcagg atgggattga tgggcaggag ggatccccgc actgggagac aggcccaggt 3660 

atgaatgagc cagccatgct tcctcctgcc tgtgtgacgc tgggcgagtc tcttcccctg 3720 

tctgggccaa acagggagcg ggtaagacaa tccatgctct aagatccatt ttagatcaat 3780 

gtctaaaata gctctatggc tctgcggagt cccagcagag gctatggaat gtttctgcaa 3840 

ccctaaggca cagagagcca accctgagtg tctcagaggc cccctgagtg ttccccttgg 3900 

cctgagcccc ttacccattc ctgcagccag tgagagacct ggcctcagcc tggcagcgct 3960 

ctcttcaagg ccatatccac ctgtgccctg gggcttggga gaccccatag gccgggactc 4020 

ttgggtcagc ccgccactgg cttctctctt tttctccgtt tcattctgtg tgcgttgtgg 4080 

ggtgggggag ggggtccacc tgccttacct ttctgagttg cctttagaga gatgcgtttt 4140 

tctaggactc tgtgcaactg tcgtatatgg tcccgtgggc tgaccgcttt gtacatgaga 4200 

ataaatctat ttctttctac caaaaaaaaa aaaaaaaaaa 4240 

<210> 7 

<211> 97 

<212> PRT 

<213> Homo Sapiens 

<400> 7 

Met Leu Gly Asn Lys Arg Leu Gly Leu Ser Gly Leu Thr Leu Ala Leu 
1 5 10 15 

Ser Leu Leu val cys Leu Gly Ala Leu Ala Glu Ala Tyr Pro Ser Lys 
20 25 30 

Pro Asp Asn Pro Gly Glu Asp Ala Pro Ala Glu Asp Met Ala Arg Tyr 
35 40 45 

Tyr Ser Ala Leu Arg His Tyr lie Asn Leu lie Thr Arg Gin Arg Tyr 
50 55 60 

Gly Lys Arg ser Ser Pro Glu Thr Leu lie Ser Asp Leu Leu Met Arg 
65 70 75 80 

Glu Ser Thr Glu Asn Val Pro Arg Thr Arg Leu Glu Asp Pro Ala Met 
85 " 90 95 

Trp 



<210> 8 

<211> 551 

<212> DNA 

<213> Homo Sapiens 
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<400> 8 
accccatccg 


ctggctctca 


PC10343B Sequence Listing 
cccctcggag acgctcgccc gacagcatag 


tacttgccgc 


60 


ccagccacgc 


ccgcgcgcca 


gccaccatgc 


taggtaacaa gcgactgggg 


ctgtccggac 


120 


tgaccctcgc 


cctgtccctg 


ctcgtgtgcc 


tgggtgcgct ggccgaggcg 


tacccctcca 


180 


agccggacaa 


cccgggcgag 


gacgcaccag 


cggaggacat ggccagatac 


tactcggcgc 


240 


tgcgacacta 


catcaacctc 


atcaccaggc 


agagatatgg aaaacgatcc 


agcccagaga 


300 


cactgatttc 


agacctcttg 


atgagagaaa 


gcacagaaaa tgttcccaga 


actcggcttg 


360 


aagaccctgc 


aatgtggtga 


tgggaaatga 


gacttgctct ctggcctttt 


cctattttca 


420 


gcccatattt 


catcgtgtaa 


aacgagaatc 


cacccatcct accaatgcat 


gcagccactg 


480 


tgctgaattc 


tgcaatgttt 


tcctttgtca 


tcattgtata tatgtgtgtt 


taaataaagt 


540 


atcatgcatt 


c 








551 



<210> 9 

<211> 384 

<212> PRT 

<213> Homo Sapiens 

<400> 9 

Met Asn Ser Thr Leu Phe Ser Gin val Glu Asn His Ser Val His Ser 
15 10 15 

Asn Phe Ser Glu Lys Asn Ala Gin Leu Leu Ala Phe Glu Asn Asp Asp 
20 25 30 

Cys His Leu Pro Leu Ala Met lie Phe Thr Leu Ala Leu Ala Tyr Gly 
35 40 45 

Ala val lie lie Leu Gly val Ser Gly Asn Leu Ala Leu lie lie lie 
50 55 60 

lie Leu Lys Gin Lys Glu Met Arg Asn Val Thr Asn lie Leu lie val 
65 70 75 80 

Asn Leu Ser Phe Ser Asp Leu Leu Val Ala lie Met Cys Leu Pro Phe 
85 90 95 

Thr Phe Val Tyr Thr Leu Met Asp His Trp val Phe Gly Glu Ala Met 
100 105 110 

Cys Lys Leu Asn Pro Phe val Gin Cys val Ser lie Thr val Ser lie 
115 120 125 

Phe Ser Leu val Leu lie Ala val Glu Arg His Gin Leu lie lie Asn 
130 135 ' 140 
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Pro Arg Gly Trp Arg Pro Asn Asn Arg His Ala Tyr val Gly lie Ala 
145 150 155 160 

val lie Trp val Leu Ala Val Ala Ser Ser Leu Pro Phe Leu lie Tyr 
165 170 175 

Gin Val Met Thr Asp Glu Pro Phe Gin Asn val Thr Leu Asp Ala Tyr 
180 185 190 

Lys Asp Lys Tyr Val Cys Phe Asp Gin Phe Pro Ser Asp Ser His Arg 
195 200 205 

Leu Ser Tyr Thr Thr Leu Leu Leu val Leu Gin Tyr Phe Gly Pro Leu 
210 215 220 

Cys Phe lie Phe lie Cys Tyr Phe Lys lie Tyr lie Arg Leu Lys Arg 
225 230 235 240 

Arg Asn Asn Met Met Asp Lys Met Arg Asp Asn Lys Tyr Arg ser Ser 
245 250 255 

Glu Thr Lys Arg lie Asn lie Met Leu Leu Ser lie Val val Ala Phe 
260 265 270 

Ala val Cys Trp Leu Pro Leu Thr lie Phe Asn Thr Val Phe Asp Trp 
275 280 285 

Asn His Gin lie lie Ala Thr cys Asn His Asn Leu Leu Phe Leu Leu 
290 295 300 

Cys His Leu Thr Ala Met lie Ser Thr cys val Asn Pro lie Phe Tyr 
305 310 315 320 

Gly Phe Leu Asn Lys Asn Phe Gin Arg Asp Leu Gin Phe Phe Phe Asn 
325 330 335 

Phe Cys Asp Phe Arg Ser Arg Asp Asp Asp Tyr Glu Thr lie Ala Met 
340 ~ 345 350 

Ser Thr Met His Thr Asp val ser Lys Thr ser Leu Lys Gin Ala Ser 
355 360 365 

Pro Val Ala Phe Lys Lys lie Asn Asn Asn Asp Asp Asn Glu Lys lie 
370 375 380 

<210> 10 
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<211> 2624 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> misc_feature 

<222> (1622) . . (1624) 

<223> n is a, c, g, or t 

<400> 10 



attgttcagt tcaagggaat 


gaagaattca 


gaataatttt 


ggtaaatgga 


ttccaatatc 


60 


gggaataaga ataagctgaa 


cagttgacct 


gctttgaaga 


aacatactgt 


ccatttgtct 


120 


aaaataatct ataacaacca 


aaccaatcaa 


aatgaattca 


acattatttt 


cccaggttga 


180 


aaatcattca gtccactcta 


atttctcaga 


gaagaatgcc 


cagcttctgg 


cttttgaaaa 


240 


tgatgattgt catctgccct 


tggccatgat 


atttacctta 


gctcttgctt 


atggagctgt 


300 


gatcattctt ggtgtctctg 


gaaacctggc 


cttgatcata 


atcatcttga 


aacaaaagga 


360 


gatgagaaat gttaccaaca 


tcctgattgt 


gaacctttcc 


ttctcagact 


tgcttgttgc 


420 


catcatgtgt ctccccttta 


catttgtcta 


cacattaatg 


gaccactggg 


tctttggtga 


480 


ggcgatgtgt aagttgaatc 


cttttgtgca 


atgtgtttca 


atcactgtgt 


ccattttctc 


540 


tctggttctc attgctgtgg 


aacgacatca 


gctgataatc 


aaccctcgag 


ggtggagacc 


600 


aaataataga catgcttatg 


taggtattgc 


tgtgatttgg 


gtccttgctg 


tggcttcttc 


660 


tttgcctttc ctgatctacc 


aagtaatgac 


tgatgagccg 


ttccaaaatg 


taacacttga 


720 


tgcgtacaaa gacaaatacg 


tgtgctttga 


tcaatttcca 


tcggactctc 


ataggttgtc 


780 


ttataccact ctcctcttgg 


tgctgcagta 


ttttggtcca 


ctttgtttta 


tatttatttg 


840 


ctacttcaag atatatatac 


gcctaaaaag 


gagaaacaac 


atgatggaca 


agatgagaga 


900 


caataagtac aggtccagtg 


aaaccaaaag 


aatcaatatc 


atgctgctct 


ccattgtggt 


960 


agcatttgca gtctgctggc 


tccctcttac 


catctttaac 


actgtgtttg 


attggaatca 


1020 


tcagatcatt gctacctgca 


accacaatct 


gttattcctg 


ctctgccacc 


tcacagcaat 


1080 


gatatccact tgtgtcaacc 


ccatatttta 


tgggttcctg 


aacaaaaact 


tccagagaga 


1140 


cttgcagttc ttcttcaact 


tttgtgattt 


ccggtctcgg 


gatgatgatt 


atgaaacaat 


1200 


agccatgtcc acgatgcaca 


cagatgtttc 


caaaacttct 


ttgaagcaag 


caagcccagt 


1260 


cgcatttaaa aaaatcaaca 


acaatgatga 


taatgaaaaa 


atctgaaact 


acttatagcc 


1320 


tatggtcccg gatgacatct 


gtttaaaaac 


aagcacaacc 


tgcaacatac 


tttgattacc 


1380 


tgttctccca aggaatgggg 


ttgaaatcat 


ttgaaaatga 


ctaagatttt 


cttgtcttgc 


1440 


ttttttactg cttttgttgt 


agtgtcataa 


ttacatttgg 


aacaaaaggt 


gtgggctttg 


1500 


gggtcttctg gaaatagttt 


tgaccagaca 


tctttgaagt 


gctttttgtg 


aatttatgca 


1560 






Page 


19 







PC10343B Sequence Listing 



tataatataa 


agacttttat 


actgtactta 


ttggaatgaa 


atttctttaa agtattacga 


1620 


tnnnctgact 


tcagaagtac 


ctgccatcca 


atacggtcat 


tagattgggt catcttgatt 


1680 


agattagatt 


agattagatt 


gtcaacagat 


tgggccatcc 


ttactttatg ataggcatca 


1740 


ttttaatata 

www wwi«^ w y w %J 


ttacaataat 


aacaatatac 


aaaaacaaca 


ttcaaaaacc aaaaaataat 

w w »j y y ****** j* ** y 


1800 


cttaaaatca 


ttcaaaaata 


atttaaaatt 


tctatttttt 


aataattttt atttattttt 

yy yy ^ * ^ * y*>*-wwjwwwww 


1860 


tttttttttc 


accttaaggg 


aggctttcat 


ttcctcccga 


ctgattgtca cttaaatcaa 


1920 


aatttaaaaa 


tgaataaaaa 


gacatacttc 


tcagctgcaa 


atattatgga gaattgggca 


1980 


cccacaaaaa 

Vp* Vp» V* V* V* %JL %4 %A *tA 


taaaaaaaaa 

V V4 V* %Jk VA Vj tJI %j V% 


aaacaactcc 


ccaacttcaa 


aaccatttta atacctaaca 


2040 


acaaaaacat 


tttaaaataa 


ttaatttaat 

W WMU w W WUM w 


aaaataaatt 

UUUWJ ItUlilU w w 


aatattacta caaataacta 

**y ww\ w w y w. wy v_ uou i_ d y v. lo 


2100 


aattatattt 

Vi w\ w w wt w w% www 


atttaaatta 

W\ W W LUUU W W Wf 


ataatcaaaa 


aattt treat: 

MU WWW L\>\«tt W 


tt"tttt*t:aca aactattcaa 


2160 


tatttatcaa 

*- y *» w w y ww>w\w\ 


y w. w l. \_ Lyy ww, 


taatatatac 

w uu. w a *- y W WV W» 


traaaaaact 


tt: react* t*ar aa*rt"t:ataaa 

w w w. w.y w. w w c* v_ aa i_ i_ Ly way w\ 


2220 


aacacaaata 


tcattttcca 


tacaacaata 


cctatataat 


aactaatttt aactttcaat 


2280 


atccatcttt 


caaaaaaaat 


aacaccaaaa 


tacaatatta 


aaaaaatatt cactttacct 


2340 


aacaaaaaaa 


aatacacaaa 

U U W U WH WH14H 


aactacaaat 

HH V. W \4 W>«A W] VA W 


acttcatata 

UW* W WvH wu ww\ 


acccatttta acttatataa 

y vwwu www ww\ w\w< w wy wu wuu 


2400 


actgtgtgac 


ttgtggcgtc 


ttataaataa 


tgcactgtaa 


agattactga atagttgtgt 


2460 


catgttaatg 


tgcctaattt 


catgtatctt 


gtaatcatga 


ttgagectea gaatcatttg 


2520 


gagaaactat 


attttaaaga 


acaagacata 


cttcaatgta 


ttatacagat aaagtattac 


2580 


atgtgtttga 


ttttaaaagg 


gcggacattt 


tattaaaatc 


aagg 


2624 



<210> 11 

<211> 381 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Met Gly Pro lie Gly Ala Glu Ala Asp Glu Asn Gin Thr val Glu Glu 
15 10 15 

Met Lys val Glu Gin Tyr Gly Pro Gin Thr Thr Pro Arg Gly Glu Leu 
20 25 30 

Val Pro Asp Pro Glu Pro Glu Leu lie Asp Ser Thr Lys Leu lie Glu 
35 40 45 

val Gin Val Val Leu lie Leu Ala Tyr cys Ser lie lie Leu Leu Gly 
50 55 60 

val lie Gly Asn Ser Leu val lie His Val Val lie Lys Phe Lys Ser 
65 70 75 80 
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Met Arg Thr val Thr Asn Phe Phe lie Ala Asn Leu Ala Val Ala Asp 
85 90 95 

Leu Leu val Asn Thr Leu Cys Leu Pro Phe Thr Leu Thr Tyr Thr Leu 
100 105 110 

Met Gly Glu Trp Lys Met Gly Pro val Leu Cys His Leu val Pro Tyr 
115 120 125 

Ala Gin Gly Leu Ala val Gin Val Ser Thr lie Thr Leu Thr val lie 
130 135 140 

Ala Leu Asp Arg His Arg Cys lie Val Tyr His Leu Glu ser Lys lie 
145 150 155 160 

Ser Lys Arg lie Ser Phe Leu lie lie Gly Leu Ala Trp Gly lie Ser 
165 170 175 

Ala Leu Leu Ala Ser Pro Leu Ala lie Phe Arg Glu Tyr Ser Leu lie 
180 185 190 

Glu lie lie Pro Asp Phe Glu lie val Ala Cys Thr Glu Lys Trp Pro 
195 200 205 

Giy Glu Glu Lys Ser lie Tyr Gly Thr val Tyr Ser Leu Ser Ser Leu 
210 215 220 

Leu lie Leu Tyr val Leu Pro Leu Gly lie lie Ser Phe Ser Tyr Thr 
225 230 235 240 

Arg lie Trp ser Lys Leu Lys Asn His val Ser Pro Gly Ala Ala Asn 
245 250 255 

Asp His Tyr His Gin Arg Arg Gin Lys Thr Thr Lys Met Leu Val Cys 
260 265 270 

val val val val Phe Ala Val Ser Trp Leu Pro Leu His Ala Phe Gin 
275 280 285 

Leu Ala val Asp lie Asp Ser Gin val Leu Asp Leu Lys Glu Tyr Lys 
290 295 300 

Leu He Phe Thr Val Phe His lie lie Ala Met Cys Ser Thr Phe Ala 
305 310 315 320 

Asn Pro Leu Leu Tyr Gly Trp Met Asn Ser Asn Tyr Arg Lys Ala Phe 
325 330 335 
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Leu Ser Ala Phe Arg Cys Glu Gin Arg Leu Asp Ala lie His Ser Glu 
340 345 350 

val Ser val Thr Phe Lys Ala Lys Lys Asn Leu Glu val Arg Lys Asn 
355 360 365 

Ser Gly Pro Asn Asp Ser Phe Thr Glu Ala Thr Asn val 
370 375 380 

<210> 12 

<211> 1200 

<212> DNA 

<213> Homo Sapiens 



<400> 12 





tgtactgaaa atgggtccaa 


taggtgcaga ggctgatgag 


aaLLdyaLay 


fin 


uy yaay aaa i 


gaaggtggaa 


caatacgggc 


cacaaacaac 


tcctagaggt 


naartnntrr 
yaav. i»yy ll,v_ 




rtnarrrtna 


gccagagctt 


atagatagta 


ccaagctgat 


tgaggtacaa 


nttnttrtra 
tj Lit) ItCLLa 


iOU 


1"ai"t"nrirT"1"a 

La L LLJLJ L.V. Lcl 


ctgctccatc 


atcttgcttg 


gggtaattgg 


caactccttg 


y ug<i LLCciT_y 




tnntnatraa 
Lyy LLjaLLaa 


attcaagagc 


atgcgcacag 


taaccaactt 


tttcattgcc 


ddLLLyyCLy 


3nn 

JW 


cyy i_ciyci lv. l 


L L Lyy lljaaL 


dLLLLl) LLJ LL 


taccgttcac 


tcttacctat 


dLLILdaLyvj 


jDU 


gggagtggaa 


aatgggtcct 


gtcctgtgcc 


acctggtgcc 


ctatgcccag 


ggcctggcag 


420 


tacaagtatc 


cacaatcacc 


ttgacagtaa 


ttgccctgga 


ccggcacagg 


tgcatcgtct 


480 


accacctaga 


gagcaagatc 


tccaagcgaa 


tcagcttcct 


gattattggc 


ttggcctggg 


540 


gcatcagtgc 


cctgctggca 


agtcccctgg 


ccatcttccg 


ggagtattcg 


ctgattgaga 


600 


tcatcccgga 


ctttgagatt 


gtggcctgta 


ctgaaaagtg 


gcctggcgag 


gagaagagca 


660 


tctatggcac 


tgtctatagt 


ctttcttcct 


tgttgatctt 


gtatgttttg 


cctctgggca 


720 


ttatatcatt 


ttcctacact 


cgcatttgga 


gtaaattgaa gaaccatgtc 


agtcctggag 


780 


ctgcaaatga 


ccactaccat 


cagcgaaggc 


aaaaaaccac 


caaaatgctg 


gtgtgtgtgg 


840 


tggtggtgtt 


tgcggtcagc 


tggctgcctc 


tccatgcctt 


ccagcttgcc 


gttgacattg 


900 


acagccaggt 


cctggacctg 


aaggagtaca 


aactcatctt 


cacagtgttc 


cacatcatcg 


960 


ccatgtgctc 


cacttttgcc 


aatccccttc 


tctatggctg 


gatgaacagc 


aactacagaa 


1020 


aggctttcct 


ctcggccttc 


cgctgtgagc 


agcggttgga 


tgccattcac 


tctgaggtgt 


1080 


ccgtgacatt 


caaggctaaa 


aagaacctgg 


aggtcagaaa 


gaacagtggc 


cccaatgact 


1140 


ctttcacaga 


ggctaccaat 


gtctaaggaa 


gctgtggtgt 


gaaaatgtat 


ggatgaattc 


1200 



<210> 13 
<211> 445 
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<212> PRT 

<213> Homo Sapiens 

<400> 13 

Met Asp Leu Glu Leu Asp Glu Tyr Tyr Asn Lys Thr Leu Ala Thr Glu 
15 10 15 

Asn Asn Thr Ala Ala Thr Arg Asn ser Asp Phe Pro val Trp Asp Asp 
20 25 30 

Tyr Lys Ser Ser Val Asp Asp Leu Gin Tyr Phe Leu lie Gly Leu Tyr 
35 40 45 

Thr Phe Val ser Leu Leu Gly Phe Met Gly Asn Leu Leu lie Leu Met 
50 55 60 

Ala Leu Met Lys Lys Arg Asn Gin Lys Thr Thr Val Asn Phe Leu lie 
65 70 75 80 

Gly Asn Leu Ala Phe Ser Asp lie Leu val val Leu Phe Cys Ser Pro 
85 90 95 

Phe Thr Leu Thr Ser Val Leu Leu Asp Gin Trp Met Phe Gly Lys Val 
100 105 110 

Met Cys His lie Met Pro Phe Leu Gin cys val Ser val Leu val Ser 
115 120 125 

Thr Leu lie Leu lie Ser lie Ala lie val Arg Tyr His Met lie Lys 
130 135 140 

His Pro lie Ser Asn Asn Leu Thr Ala Asn His Gly Tyr Phe Leu lie 
145 150 155 160 

Ala Thr Val Trp Thr Leu Gly Phe Ala lie Cys Ser Pro Leu Pro Val 
165 170 175 

Phe His Ser Leu val Glu Leu Gin Glu Thr Phe Gly Ser Ala Leu Leu 
180 185 190 

Ser Ser Arg Tyr Leu Cys val Glu Ser Trp Pro Ser Asp Ser Tyr Arg 
195 200 205 

lie Ala Phe Thr lie Ser Leu Leu Leu val Gin Tyr lie Leu Pro Leu 
210 215 220 

val Cys Leu Thr val Ser His Thr ser val Cys Arg Ser lie Ser Cys 
225 230 235 240 
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Gly Leu ser Asn Lys Glu Asn Arg Leu Glu Glu Asn Glu Met lie Asn 
245 ~ 250 255 

Leu Thr Leu His Pro Ser Lys Lys Ser Gly Pro Gin Val Lys Leu Ser 
260 265 270 

Gly Ser His Lys Trp Ser Tyr ser Phe lie Lys Lys His Arg Arg Arg 
275 280 285 

Tyr Ser Lys Lys Thr Ala Cys Val Leu Pro Ala Pro Glu Arg Pro Ser 
290 295 300 

Gin Glu Asn His Ser Arg lie Leu Pro Glu Asn Phe Gly Ser Val Arg 
305 310 315 320 

Ser Gin Leu Ser Ser Ser Ser Lys Phe lie Pro Gly val Pro Thr cys 
325 330 335 

Phe Glu lie Lys Pro Glu Glu Asn Ser Asp val His Glu Leu Arg val 
340 345 350 

Lys Arg ser val Thr Arg lie Lys Lys Arg Ser Arg Ser Val Phe Tyr 
355 ^ 360 ~ 365 

Arg Leu Thr lie Leu lie Leu Val Phe Ala Val Ser Trp Met Pro Leu 
370 375 380 

His Leu Phe His Val Val Thr Asp Phe Asn Asp Asn Leu lie Ser Asn 
385 390 395 400 

Arg His Phe Lys Leu Val Tyr Cys lie Cys His Leu Leu Gly Met Met 
405 410 415 

Ser cys Cys Leu Asn Pro lie Leu Tyr Gly Phe Leu Asn Asn Gly lie 
420 425 430 

Lys Ala Asp Leu Val Ser Leu lie His Cys Leu His Met 
435 440 445 

<210> 14 

<211> 1370 

<212> DNA 

<213> Homo Sapiens 

<400> 14 

ccaagcagga ctataatatg gatttagagc tcgacgagta ttataacaag acacttgcca 

cagagaataa tactgctgcc actcggaatt ctgatttccc agtctgggat gactataaaa 
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gcagtgtaga tgacttacag tattttctga ttgggctcta tacatttgta agtcttcttg 180 

gctttatggg gaatctactt attttaatgg ctctcatgaa aaagcgtaat cagaagacta 240 

cggtaaactt cctcataggc aatctggcct tttctgatat cttggttgtg ctgttttgct 300 

cacctttcac actgacgtct gtcttgctgg atcagtggat gtttggcaaa gtcatgtgcc 360 

atattatgcc ttttcttcaa tgtgtgtcag ttttggtttc aactttaatt ttaatatcaa 420 

ttgccattgt caggtatcat atgataaaac atcccatatc taataattta acagcaaacc 480 

atggctactt tctgatagct actgtctgga cactaggttt tgccatctgt tctccccttc 540 

cagtgtttca cagtcttgtg gaacttcaag aaacatttgg ttcagcattg ctgagcagca 600 

ggtatttatg tgttgagtca tggccatctg attcatacag aattgccttt actatctctt 660 

tattgctagt tcagtatatt ctgcccttag tttgtcttac tgtaagtcat acaagtgtct 720 

gcagaagtat aagctgtgga ttgtccaaca aagaaaacag acttgaagaa aatgagatga 780 

tcaacttaac tcttcatcca tccaaaaaga gtgggcctca ggtgaaactc tctggcagcc 840 

ataaatggag ttattcattc atcaaaaaac acagaagaag atatagcaag aagacagcat 900 

gtgtgttacc tgctccagaa agaccttctc aagagaacca ctccagaata cttccagaaa 960 

actttggctc tgtaagaagt cagctctctt catccagtaa gttcatacca ggggtcccca 1020 

cttgctttga gataaaacct gaagaaaatt cagatgttca tgaattgaga gtaaaacgtt 1080 

ctgttacaag aataaaaaag agatctcgaa gtgttttcta cagactgacc atactgatat 1140 

tagtatttgc tgttagttgg atgccactac accttttcca tgtggtaact gattttaatg 1200 

acaatcttat ttcaaatagg catttcaagt tggtgtattg catttgtcat ttgttgggca 1260 

tgatgtcctg ttgtcttaat ccaattctat atgggtttct taataatggg attaaagctg 1320 

atttagtgtc ccttatacac tgtcttcata tgtaataatt ctcactgttt 1370 

<210> 15 

<211> 170 

<212> PRT 

<213> Homo Sapiens 

<400> 15 

Met Asp Thr Arg Asn Lys Ala Gin Leu Leu Val Leu Leu Thr Leu Leu 



Ser Val Leu Phe Ser Gin Thr ser Ala Trp Pro Leu Tyr Arg Ala Pro 
20 25 30 

ser Ala Leu Arg Leu Gly Asp Arg lie Pro Phe Glu Gly Ala Asn Glu 
35 40 45 
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Pro Asp Gin val Ser Leu Lys Glu Asp lie Asp Met Leu Gin Asn Ala 
50 55 60 

Leu Ala Glu Asn Asp Thr Pro Tyr Tyr Asp Val Ser Arg Asn Ala Arg 
65 70 75 80 

His Ala Asp Gly Val Phe Thr Ser Asp Phe Ser Lys Leu Leu Gly Gin 
85 90 95 

Leu ser Ala Lys Lys Tyr Leu Glu Ser Leu Met Gly Lys Arg val Ser 
100 105 110 

Ser Asn lie Ser Glu Asp Pro Val Pro Val Lys Arg His Ser Asp Ala 
115 120 125 

val Phe Thr Asp Asn Tyr Thr Arg Leu Arg Lys Gin Met Ala Val Lys 
130 135 140 

Lys Tyr Leu Asn ser lie Leu Asn Gly Lys Arg ser Ser Glu Gly Glu 



Ser Pro Asp Phe Pro Glu Glu Leu Glu Lys 
165 170 

<210> 16 

<211> 1511 

<212> DNA 

<213> Homo Sapiens 

<400> 16 

ggtcagctcc aaaacaatcc ggaacggcca gctccggggg agcacgactg ggcgagaggc 60 

acagaaatgg acaccagaaa taaggcccag ctccttgtgc tcctgactct tctcagtgtg 120 

ctcttctcac agacttcggc atggcctctt tacagggcac cttctgctct caggttgggt 180 

gacagaatac cctttgaggg agcaaatgaa cctgatcaag tttcattaaa agaagacatt 240 

gacatgttgc aaaatgcatt agctgaaaat gacacaccct attatgatgt atccagaaat 300 

gccaggcatg ctgatggagt tttcaccagt gacttcagta aactcttggg tcaactttct 360 

gccaaaaagt accttgagtc tcttatggga aaacgtgtta gcagtaacat ctcagaagac 420 

cctgtaccag tcaaacgtca ctcagatgca gtcttcactg acaactatac ccgccttaga 480 

aaacaaatgg ctgtaaagaa atatttgaac tcaattctga atggaaagag gagcagtgag 540 

ggagaatctc ccgactttcc agaagagtta gaaaaatgat gaaaaagacc tttggagcaa 600 

agctgatgac aacttcccag tgaattcttg aaggaaaatg atacgcaaca taattaaatt 660 

ttagattcta cataagtaat tcaagaaaac aacttcaata tccaaaccaa ataaaaatat 720 

tgtgttgtga atgttgtgat gtattctagc taatgtaata actgtgaagt ttacattgta 780 
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aatagtattt 


gagagttcta 


aattttgtct 


ttaactcata 


aaaagcctgc 


aatttcatat 


840 


gctgtatatc 


ctttctaaca 


aaaaaatata 


ttttaatgat 


aagtaatgct 


aggttaatcc 


900 


aattatatga 


gacgtttttg 


gaagagtagt 


aatagagcaa 


aattgatgtg 


tttatttata 


960 


gagtgtactt 


aactattcag 


gagagtagaa 


cagataatca 


gtgtgtctaa 


atttgaatgt 


1020 


taagcagatg 


gaatgctgtg 


ttaaataaac 


ctcaaaatgt 


ctaagatagt 


aacaatgaag 


1080 


ataaaaagac 


attcttccaa 


aaagattttc 


agaaaatatt 


atgtgtttcc 


atattttata 


1140 


ggcaaccttt 


atttttaatg 


gtgttttaaa 


aaatctcaaa 


tttggattgc 


taatcaccaa 


1200 


aggctctctc 


ctgatagtct 


ttcagttaag 


gagaacgacc 


cctgcttctg 


acactgaaac 


1260 


ttccctttct 


gcttgtgtta 


agtatgtgta 


aaatgtgaag 


tgaatgaaac 


actcagttgt 


1320 


tcaataataa 


atatttttgc 


cataatgact 


cagaatattg 


ctttggtcat 


atgagcttcc 


1380 


ttctgtgaaa 


tacattttgg 


agacacaact 


atttttccaa 


aataatttta 


agaaatcaaa 


1440 


gagagaaaat 


aaagaccttg 


cttatgattg 


cagataaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


1500 


aaaaaaaaaa 


a 










1511 



<210> 17 

<211> 170 

<212> PRT 

<213> Homo Sapiens 

<400> 17 

Met Asp Thr Arg Asn Lys Ala Gin Leu Leu val Leu Leu Thr Leu Leu 
1 5 10 15 

Ser Val Leu Phe Ser Gin Thr ser Ala Trp Pro Leu Tyr Arg Ala Pro 
20 25 30 

ser Ala Leu Arg Leu Gly Asp Arg lie Pro Phe Glu Gly Ala Asn Glu 
35 ~ 40 45 

Pro Asp Gin Val Ser Leu Lys Glu Asp lie Asp Met Leu Gin Asn Ala 
50 55 60 

Leu Ala Glu Asn Asp Thr Pro Tyr Tyr Asp val Ser Arg Asn Ala Arg 
65 70 75 80 

His Ala Asp Gly val Phe Thr Ser Asp Phe Ser Lys Leu Leu Gly Gin 
85 90 95 

Leu Ser Ala Lys Lys Tyr Leu Glu Ser Leu Met Gly Lys Arg val Ser 
100 105 110 
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ser Asn lie Ser Glu Asp Pro Val Pro Val Lys Arg His Ser Asp Ala 
115 120 125 

val Phe Thr Asp Asn Tyr Thr Arg Leu Arg Lys Gin Met Ala val Lys 
130 135 140 

Lys Tyr Leu Asn Ser lie Leu Asn Gly Lys Arg Ser Ser Glu Gly Glu 
145 150 155 160 

Ser Pro Asp Phe Pro Glu Glu Leu Glu Lys 
165 170 

<210> 18 

<211> 1511 

<212> DNA 

<213> Homo Sapiens 

<400> 18 

ggtcagctcc aaaacaatcc ggaacggcca gctccggggg agcacgactg ggcgagaggc 60 

acagaaatgg acaccagaaa taaggcccag ctccttgtgc tcctgactct tctcagtgtg 120 

ctcttctcac agacttcggc atggcctctt tacagggcac cttctgctct caggttgggt 180 

gacagaatac cctttgaggg agcaaatgaa cctgatcaag tttcattaaa agaagacatt 240 

gacatgttgc aaaatgcatt agctgaaaat gacacaccct attatgatgt atccagaaat 300 

gccaggcatg ctgatggagt tttcaccagt gacttcagta aactcttggg tcaactttct 360 

gccaaaaagt accttgagtc tcttatggga aaacgtgtta gcagtaacat ctcagaagac 420 

cctgtaccag tcaaacgtca ctcagatgca gtcttcactg acaactatac ccgccttaga 480 

aaacaaatgg ctgtaaagaa atatttgaac tcaattctga atggaaagag gagcagtgag 540 

ggagaatctc ccgactttcc agaagagtta gaaaaatgat gaaaaagacc tttggagcaa 600 

agctgatgac aacttcccag tgaattcttg aaggaaaatg atacgcaaca taattaaatt 660 

ttagattcta cataagtaat tcaagaaaac aacttcaata tccaaaccaa ataaaaatat 720 

tgtgttgtga atgttgtgat gtattctagc taatgtaata actgtgaagt ttacattgta 780 

aatagtattt gagagttcta aattttgtct ttaactcata aaaagcctgc aatttcatat 840 

gctgtatatc ctttctaaca aaaaaatata ttttaatgat aagtaatgct aggttaatcc 900 

aattatatga gacgtttttg gaagagtagt aatagagcaa aattgatgtg tttatttata 960 

gagtgtactt aactattcag gagagtagaa cagataatca gtgtgtctaa atttgaatgt 1020 

taagcagatg gaatgctgtg ttaaataaac ctcaaaatgt ctaagatagt aacaatgaag 1080 

ataaaaagac attcttccaa aaagattttc agaaaatatt atgtgtttcc atattttata 1140 

ggcaaccttt atttttaatg gtgttttaaa aaatctcaaa tttggattgc taatcaccaa 1200 

aggctctctc ctgatagtct ttcagttaag gagaacgacc cctgcttctg acactgaaac 1260 
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ttccctttct gcttgtgtta agtatgtgta aaatgtgaag tgaatgaaac actcagttgt 1320 

tcaataataa atatttttgc cataatgact cagaatattg ctttggtcat atgagcttcc 1380 

ttctgtgaaa tacattttgg agacacaact atttttccaa aataatttta agaaatcaaa 1440 

gagagaaaat aaagaccttg cttatgattg cagataaaaa aaaaaaaaaa aaaaaaaaaa 1500 

aaaaaaaaaa a 1511 

<210> 19 

<211> 438 

<212> PRT 

<213> Homo Sapiens 

<400> 19 

Met Arg Thr Leu Leu Pro Pro Ala Leu Leu Thr Cys Trp Leu Leu Ala 
15 10 15 

Pro val Asn Ser lie His Pro Glu Cys Arg Phe His Leu Glu lie Gin 
20 25 ~ 30 

Glu Glu Glu Thr Lys Cys Thr Glu Leu Leu Arg Ser Gin Thr Glu Lys 
35 40 45 

His Lys Ala Cys Ser Gly val Trp Asp Asn lie Thr Cys Trp Arg Pro 
50 55 60 

Ala Asn Val Gly Glu Thr val Thr val Pro Cys Pro Lys val Phe Ser 
65 70 75 80 

Asn Phe Tyr Ser Lys Ala Gly Asn lie Ser Lys Asn Cys Thr Ser Asp 
85 90 95 

Gly Trp Ser Glu Thr Phe Pro Asp Phe val Asp Ala Cys Gly Tyr Ser 
100 105 110 

Asp Pro Glu Asp Glu Ser Lys lie Thr Phe Tyr lie Leu val Lys Ala 
115 120 125 

lie Tyr Thr Leu Gly Tyr Ser val Ser Leu Met Ser Leu Ala Thr Gly 
130 135 140 

Ser lie lie Leu Cys Leu Phe Arg Lys Leu His Cys Thr Arg Asn Tyr 
145 150 155 160 

lie His Leu Asn Leu Phe Leu Ser Phe lie Leu Arg Ala lie Ser Val 
165 170 175 
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Leu val Lys Asp Asp val Leu Tyr ser Ser Ser Gly Thr Leu His Cys 
180 185 190 

Pro Asp Gin Pro Ser Ser Trp Val Gly Cys Lys Leu Ser Leu Val Phe 
195 200 205 

Leu Gin Tyr Cys lie Met Ala Asn Phe Phe Trp Leu Leu val Glu Gly 
210 215 220 

Leu Tyr Leu His Thr Leu Leu Val Ala Met Leu Pro Pro Arg Arg Cys 
225 230 235 240 

Phe Leu Ala Tyr Leu Leu lie Gly Trp Gly Leu Pro Thr val Cys lie 
245 250 255 

Gly Ala Trp Thr Ala Ala Arg Leu Tyr Leu Glu Asp Thr Gly Cys Trp 
260 265 270 

Asp Thr Asn Asp His Ser val Pro Trp Trp val lie Arg lie Pro lie 
275 280 285 

Leu lie ser lie lie Val Asn Phe val Leu Phe lie ser lie lie Arg 
290 295 300 

lie Leu Leu Gin Lys Leu Thr Ser Pro Asp Val Gly Gly Asn Asp Gin 
305 310 315 320 

Ser Gin Tyr Lys Arg Leu Ala Lys Ser Thr Leu Leu Leu lie Pro Leu 
325 330 335 

Phe Gly Val His Tyr Met val Phe Ala val Phe Pro lie Ser lie Ser 
340 345 350 

Ser Lys Tyr Gin lie Leu Phe Glu Leu Cys Leu Gly Ser Phe Gin Gly 
355 360 365 

Leu val val Ala val Leu Tyr Cys Phe Leu Asn Ser Glu val Gin Cys 
370 375 380 

Glu Leu Lys Arg Lys Trp Arg Ser Arg cys Pro Thr Pro Ser Ala Ser 
385 390 395 400 

Arg Asp Tyr Arg val Cys Gly Ser Ser Phe Ser His Asn Gly Ser Glu 
405 410 415 

Gly Ala Leu Gin Phe His Arg Ala Ser Arg Ala Gin Ser Phe Leu Gin 
420 ~ 425 ~ 430 
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Thr Glu Thr Ser val lie 
435 

<210> 20 

<211> 1640 

<212> DNA 

<213> Homo Sapiens 



<400> 20 



cgggacgagg 


gggcggcccc 


cgcgctcggg 


gcgctcggct 


acagctgcgg 


ggcccgaggt 


60 


ctccgcgcac 


tcgctcccgg 


cccatgctgg 


aggcggcgga 


acccggggga 


cctaggacgg 


120 


aggcggcggg 


cgctgggcgg 


cccccggcac 


gctgagctcg 


ggatgcggac 


gctgctgcct 


180 


cccgcgctgc 


tgacctgctg 


gctgctcgcc 


cccgtgaaca 


gcattcaccc 


agaatgccga 


240 


tttcatctgg 


aaatacagga 


ggaagaaaca 


aaatgtacag 


agcttctgag 


gtctcaaaca 


300 


gaaaaacaca 


aagcctgcag 


tggcgtctgg 


gacaacatca 


cgtgctggcg 


gcctgccaat 


360 


gtgggagaga 


ccgtcacggt 


gccctgccca 


aaagtcttca 


gcaattttta 


cagcaaagca 


420 


ggaaacataa 


gcaaaaactg 


tacgagtgac 


ggatggtcag 


agacgttccc 


agatttcgtc 


480 


gatgcctgtg 


gctacagcga 


cccggaggat 


gagagcaaga 


tcacgtttta 


tattctggtg 


540 


aaggccattt 


ataccctggg 


ctacagtgtc 


tctctgatgt 


ctcttgcaac 


aggaagcata 


600 


attctgtgcc 


tcttcaggaa 


gctgcactgc 


accaggaatt 


acatccacct 


gaacctgttc 


660 


ctgtccttca 


tcctgagagc 


catctcagtg 


ctggtcaagg 


acgacgttct 


ctactccagc 


720 


tctggcacgt 


tgcactgccc 


tgaccagcca 


tcctcctggg 


tgggctgcaa 


gctgagcctg 


780 


gtcttcctgc 


agtactgcat 


catggccaac 


ttcttctggc 


tgctggtgga 


ggggctctac 


840 


ctccacaccc 


tcctggtggc 


catgctcccc 


cctagaaggt 


gcttcctggc 


ctacctcctg 


900 


atcggatggg 


gcctccccac 


cgtctgcatc 


ggtgcatgga 


ctgcggccag 


gctctactta 


960 


gaagacaccg 


gttgctggga 


tacaaacgac 


cacagtgtgc 


cctggtgggt 


catacgaata 


1020 


ccgattttaa 


tttccatcat 


cgtcaatttt 


gtccttttca 


ttagtattat 


acgaattttg 


1080 


ctgcagaagt 


taacatcccc 


agatgtcggc 


ggcaacgacc 


agtctcagta 


caagaggctg 


1140 


gccaagtcca 


cgctcctgct 


tatcccgctg 


ttcggcgtcc 


actacatggt 


gtttgccgtg 


1200 


tttcccatca 


gcatctcctc 


caaataccag 


atactgtttg 


agctgtgcct 


cgggtcgttc 


1260 


cagggcctgg 


tggtggccgt 


cctctactgt 


ttcctgaaca 


gtgaggtgca 


gtgcgagctg 


1320 


aagcgaaaat 


ggcgaagccg 


gtgcccgacc 


ccgtccgcga 


gccgggatta 


cagggtctgc 


1380 


ggttcctcct 


tctcccacaa 


cggctcggag 


ggcgccctgc 


agttccaccg 


cgcgtcccga 


1440 


gcccagtcct 


tcctgcaaac 


ggagacctcg 


gtcatctagc 


cccacccctg 


cctgtcggac 


1500 


gcggcgggag 


gcccacggtt 


cggggcttct 


gcggggctga 


gacgccggct 


tcctccttcc 


1560 
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agatgcccga gcaccgtgtc gggcaggtca gcgcggtcct gactccgtca agctggttgt 1620 

ccactaaacc ccatacctgg 1640 
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